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GTTCTGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGGAGTCATGCAGTCCGAATCGGGAATCGTGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
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CAAGACCAGGTTCAGGGTTCGTCACCTTCCGCCCGTTCTCCCTCAGTACGTCAGGCTTAGCCCTTAGCACCGCCTAAAGCTTCAGCCCCTCCTCAAAGTGCTTCTTGGGTTTTGGATAATGCTTG
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GTTCTGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGGAGTCATGCAGTCCGAATCGGGAATCGTGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC

GGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC

GTﬂEﬁGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGGAGTCATGCAGTCCGAATC

TGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGCAGTCATGCAGTCCGAATCG ~TGGCGGATTTCGCAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
GTTCTGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGGAGTCATGCAGTCCGAATCE=====~~ TGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
GTGGTC(‘.AAGTCCCAAGCAGTGGAAGG(‘.GGG(‘.AAGAGGGAGTCATGEAGT(‘,CGAATC ------- TGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC

GTTCTGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGGAGTCATGCABTCCGAATCH= ===~~~ [r66C6GATTTCGAAGTCGEEEAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
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NNCTGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGGAGTCATGCAGTCCGAATCGGGAATCGTGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
GTTCTGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGCAGTCATGCAGTCCGAATCGGGAATCGTGGCGGATTTCCAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
GTTCTGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGGAGTCATGCAGTCCGAATCGGGAATCGTGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
GTﬂ[}GGTCEAAGTr AAGCAGTGGAAGGCGGGCAAGAGGGAGTCATGCAGTCCGAATCGGGAATCGTGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
NNNCTGGTCCAAGTCCCAAGCAGTGGAAGGCGGGCAAGAGGGAGTCATGCAGTCCGAATCGGGAATCGTGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
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NNNNNNNNNNNNNANNNNNNNTCATGCAGTCCGAATCGGGAATCGTGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
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NNNNNNNNNNNNNNNNNNNNGTCATGCAGTCCGAATCGEGAATCGTGGCGGATTTCGAAGTCCGGGAGGACTTTCACGAAGAACCCAAAACCTATTACGAAC
[NNNNNNNNNNNNNNAGTCATGCAGTCCGAATCGEGAATCGTGGCGGATTTCGAAGTCGGGGAGGAGTTTCACGAAGAACCCAAAACCTATTACGAAC
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TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
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AGTTTTCAGTTGGAGACTTCTCGTCGTCAAGACGTCTCGTAAGACCCCGGAGGTTCGGAGGCAATTCGAGGAGGTGATACTGTAGTGCGTAGAACGATGCGGTCGTTGAGTACGCACTCGTCTAC
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TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATE
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATE
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TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATE
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGA[}
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
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TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATE
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATE
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
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TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATE
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATE
TCAAAAGTCAACCTCTGAAGAGCAGCAGTTCTGCAGAGCATTCTGGGGCCTCCAAGCCTCCGTTAAGCTCCTCCACTATGACATCACGCATCTTGCTACGCCAGCAACTCATGCGTGAGCAGATG
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CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGCCCAGTTCATGCAACAGAGAGTGGCCGTGAGTCAGACACCAGCCATAAACGTCAGCGTGC

1 %= CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGNECAGT
2= CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGWAGT

3 *— CAGGAGCAGGAGCGCAGGGAG

GCAGAAGCTGECAGGCAGAGI ANT

4 %= CAGGAGCAGGAGCGCAGGGAGCAGCAGACAAGN]
5 — CAGGAGCAGGAGCGCAGGGAGCAGCAGAA #N NCAG
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10 <= |CAGGAGCAGGAGCGCAGEGAGCAGCAGCAGAAGCTGCAGGCAGANE ANT

== CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGqgkCCCAGTTCATGCAACAGAGAGTGGCCGTGAGTCNNFCACCAGCCATAAACGTCAGCqAFC
12 = CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGCCCAGTTCATGCAACAGAGAGTGGCCGTGAGTCAGACACCAGCCATAAACGTCAGCGTGE

13 = CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGCCEAGTTCATGCAACAGAGAGTGGEEGTGAGTC4:}CACEAGCCATAAACGTCAGNNNFE
14 — CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGCCCAGTTCATGCAACAGAGAGTGGCCGTGAGTCAGACACCAGCCATAAACGTCAGC‘H c
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16 => CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGCCCAGTTCATGCAACAGAGAGTGGCCGTGAGTCAGACACCAGCCATAAACGTCAG 5 C
17 = CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGCCCAGTTCATGCAACAGAGAGTGGCCGTGAGTC4:FCACCAGCCATAAACGTCA[}GTGC
18 = CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGCCCAGTTCATGCAACAGAGAGTGGCCGTGAGTCNE}CACCAGCCATAAACGTCAGCqﬂFC
19 = CAGGAGCAGGAGCGCAGGGAGCAGCAGCAGAAGCTGCAGGCAGCCCAGTTCATGCAACAGAGAGTGGCCGTGAGTCAGACACCAGCCATAAACGTCAGCGTGE



