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GCA 001644685 1 ASM164468v1 protein ANE57196 1 methane monooxygenase/ammonia monooxygenase subunit A Methylomonas sp DH-1 /1-246
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GCA 000266905 1 ASM26690v1 protein AFM20519 1 Ammonia monooxygenase plasmid Mycobacterium chubuense NBB4 /3-244

G
C

A 
00

09
63

69
5 

1 
M

et
hc

u1
 0

 p
ro

te
in

 K
JV

05
40

1 
1 

am
m

on
ia

 m
on

oo
xy

ge
na

se
 M

et
hy

lo
co

cc
ac

ea
e 

ba
ct

er
iu

m
 S

n1
0-

6 
/1

-2
47

A
Z

U
O

 d B
acteria p P

roteobacteria c A
lphaproteobacteria o R

hizobiales f B
eijerinckiaceae g M

ethylosinus s 1/1-235

GCA 001644135 1 ASM164413v1 protein OAI14146 1 methane monooxygenase/ammonia monooxygenase subunit A Methylomonas koyamae /1-246
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DFBZ d Bacteria p Proteobacteria c Gammaproteobacteria o Pseudomonadales f UBA3067 g UBA3067 s 1/1-241

CAHT d Bacteria p Verrucomicrobiota c Verrucomicrobiae o Methylacidiphilales f Methylacidiphilaceae g Methylacidiphilum s Methylacidiphilum fumariolicum 1/1-248

JAFS d Bacteria p Verrucomicrobiota c Verrucomicrobiae o Methylacidiphilales f Methylacidiphilaceae g LP2A s 2/1-240
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GCA 001644095 1 ASM164409v1 protein OAI27352 1 methane monooxygenase/ammonia monooxygenase subunit A Methylomonas koyamae /1-246
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GCA 900143275 1 IMG-taxon 2588253501 annotated assembly protein SIO41207 1 ammonia monooxygenase subunit A Nitrosomonas cryotolerans ATCC 49181 /1-274

DEIQ d Bacteria p Proteobacteria c Gammaproteobacteria o UBA2770 f UBA2770 g UBA2770 s 1/1-230

GCA 900142705 1 IMG-taxon 2671180073 annotated assembly protein SHL56793 1 ammonia monooxygenase subunit A Nitrosospira sp Nsp11 /1-274

GCA 002157835 1 ASM215783v1 protein ART74457 1 methane monooxygenase/ammonia monooxygenase subunit A plasmid Mycobacterium dioxanotrophicus /5-236

GCA 000230895 3 ASM23089v3 protein AEV73581 1 Ammonia monooxygenase Mycobacterium rhodesiae NBB3 /2-243
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GCA 000214665 1 ASM21466v1 protein AEF98753 1 methane monooxygenase/ammonia monooxygenase subunit A Methylomonas methanica MC09 /1-246
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GCA 900100985 1 IMG-taxon 2671180077 annotated assembly protein SCX63633 1 ammonia monooxygenase subunit A Nitrosospira sp Nsp1 /1-274
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GCA 900109785 1 IMG-taxon 2671180071 annotated assembly protein SEL05413 1 ammonia monooxygenase subunit A Nitrosovibrio tenuis /1-274
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GCA 001899235 1 ASM189923v1 protein OJY07900 1 methane monooxygenase/ammonia monooxygenase subunit A Nitrosospira sp 56-18 /1-274
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GCA 900108135 1 IMG-taxon 2671180127 annotated assembly protein SEF68642 1 ammonia monooxygenase subunit A Nitrosospira multiformis ATCC 25196 /1-274
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FOXN d Bacteria p Proteobacteria c Gammaproteobacteria o Betaproteobacteriales f Nitrosomonadaceae g Nitrosomonas s Nitrosomonas cryotolerans 2/1-274

GCA 002101235 1 ASM210123v1 protein ORU93661 1 methane monooxygenase/ammonia monooxygenase subunit A Cycloclasticus sp symbiont of Bathymodiolus heckerae /1-247
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GCA 002402085 1 ASM240208v1 protein PCJ15356 1 methane monooxygenase/ammonia monooxygenase subunit A Gammaproteobacteria bacterium /1-244

GCA 900115325 1 IMG-taxon 2671180070 annotated assembly protein SFO12665 1 ammonia monooxygenase subunit A Nitrosospira briensis /1-274
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FNOE d Bacteria p Proteobacteria c Gammaproteobacteria o Betaproteobacteriales f Nitrosomonadaceae g Nitrosomonas s Nitrosomonas oligotropha 1/1-274

DKAI d Bacteria p Myxococcota c UBA9160 o UBA9160 f UBA6930 g UBA6930 s 1/1-248
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GCA 000355765 4 ASM35576v4 protein ASL24810 1 methane monooxygenase/ammonia monooxygenase subunit A Nitrosospira lacus /1-274
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GCA 000192415 1 Noca bact Broad 1 V1 protein EGD43187 1 methane monooxygenase A subunit Nocardioidaceae bacterium Broad-1 /1-236
A

D
V

E
 d B

acteria p P
roteobacteria c A

lphaproteobacteria o R
hizobiales f B

eijerinckiaceae g M
ethylosinus s M

ethylosinus trichosporium
 1/1-245

GCA 001440035 1 ABySSBR3351v1 protein KRQ16351 1 hypothetical protein AOQ71 05115 Bradyrhizobium manausense /1-245
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JQNX d Bacteria p Verrucomicrobiota c Verrucomicrobiae o Methylacidiphilales f Methylacidiphilaceae g Methylacidiphilum s Methylacidiphilum kamchatkense 4/1-243

GCA 001543915 1 ASM154391v1 protein KWX06881 1 methane monooxygenase Streptomyces thermoautotrophicus /7-249

GCA 002887815 1 ASM288781v1 protein PND54403 1 methane monooxygenase/ammonia monooxygenase subunit A Mycobacterium sp ENV421 /1-226
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FPBZ d Bacteria p Proteobacteria c Gammaproteobacteria o Betaproteobacteriales f Nitrosomonadaceae g Nitrosospira s Nitrosospira multiformis C 1/1-274

GCA 002746135 1 ASM274613v1 protein PCJ38281 1 methane monooxygenase/ammonia monooxygenase subunit A Cellvibrionales bacterium /1-237

FOCT d Bacteria p Proteobacteria c Gammaproteobacteria o Betaproteobacteriales f Nitrosomonadaceae g Nitrosospira s Nitrosospira multiformis A 1/1-274

GCA 002101205 1 ASM210120v1 protein ORU91033 1 methane monooxygenase/ammonia monooxygenase subunit A Cycloclasticus sp symbiont of Poecilosclerida sp N /1-240
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GCA 000576245 1 T4 protein EWS66135 1 Particulate methane monooxygenase beta subunit Hydrogenophaga sp T4 /1-249

FOVY d Bacteria p Proteobacteria c Gammaproteobacteria o Betaproteobacteriales f Nitrosomonadaceae g Nitrosospira s Nitrosospira briensis A 1/1-274

GCA 001772135 1 ASM177213v1
 protein O

GB44611
1 hyp

othetic
al p

rotein A3E51 20820 B
urkh

olderia
les b

acte
riu

m R
IFCSPHIG

HO2 12 FULL 67 38 /2
-264

G
CA 900114305 1 IM

G
-taxon 2671180137 annotated assem

bly protein SFK36912 1 am
m

onia m
onooxygenase subunit A Nitrosom

onas aestuarii /1-274

C
Z

Q
A

 d
 B

ac
te

ria
 p

 N
itr

os
pi

ro
ta

 c
 N

itr
os

pi
ria

 o
 N

itr
os

pi
ra

le
s 

f N
itr

os
pi

ra
ce

ae
 g

 N
itr

os
pi

ra
 s

 N
itr

os
pi

ra
 n

itr
os

a 
1/

1-
27

4

GCA 001644015 1 ASM164401v1 protein OAI10795 1 methane monooxygenase/ammonia monooxygenase subunit A Methylomonas lenta /1-246

NVVB d Bacteria p Proteobacteria c Gammaproteobacteria o Pseudomonadales f UBA3067 g GCA-002402085 s 1/1-244
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GCA 001644025 1 ASM164402v1 protein OAI18234 1 methane monooxygenase/ammonia monooxygenase subunit A Methylomonas koyamae /1-246

G
C

A
 002752655 1 A

S
M

275265v1 protein A
T

Q
68209 1 m

ethane m
onooxygenase/am

m
onia m

onooxygenase subunit A
 M

ethylosinus trichosporium
 O

B
3b /1-245

F
N

O
Y

 d B
acteria p P

roteobacteria c G
am

m
aproteobacteria o B

etaproteobacteriales f N
itrosom

onadaceae g N
itrosom

onas s N
itrosom

onas halophila 1/1-274

G
C

A
 900100815 1 IM

G
-taxon 2671180129 annotated assem

bly protein S
C

X
29452 1 am

m
onia m

onooxygenase subunit A
 N

itrosom
onas eutropha /1-272

G
C

A 900111605 1 IM
G

-taxon 2671180135 annotated assem
bly protein SES99874 1 am

m
onia m

onooxygenase subunit A N
itrosom

onas m
arina /1-274

GCA 002928745 1 ASM292874v1
 protein PPD05193 1 m

ethane m
onooxyg

enase
/ammonia m

onooxyg
enase

 su
bunit A

 M
ethylo

bacte
r s

p /1
-246

LU
U

G
 d

 B
ac

te
ria

 p
 P

ro
te

ob
ac

te
ria

 c
 G

am
m

ap
ro

te
ob

ac
te

ria
 o

 M
et

hy
lo

co
cc

al
es

 f 
M

et
hy

lo
m

on
ad

ac
ea

e 
g 

M
et

hy
lo

m
on

as
 s

 M
et

hy
lo

m
on

as
 m

et
ha

ni
ca

 A
 2

/1
-2

45

G
C

A
 0

00
19

07
55

 3
 A

S
M

19
07

5v
3 

pr
ot

ei
n 

E
G

W
23

56
8 

1 
m

et
ha

ne
 m

on
oo

xy
ge

na
se

/a
m

m
on

ia
 m

on
oo

xy
ge

na
se

 s
ub

un
it 

A
 M

et
hy

lo
ba

ct
er

 tu
nd

rip
al

ud
um

 S
V

96
 /1

-2
46

G
C

A
 9

00
15

54
75

 1
 IM

G
-t

ax
on

 2
59

33
39

13
4 

an
no

ta
te

d 
as

se
m

bl
y 

pr
ot

ei
n 

S
M

F
97

26
7 

1 
m

et
ha

ne
/a

m
m

on
ia

 m
on

oo
xy

ge
na

se
 s

ub
un

it 
A

 M
et

hy
lo

m
ag

nu
m

 is
hi

za
w

ai
 /1

-2
47

G
CA 000143085 1 ASM

14308v1 protein ADJ27588 1 m
ethane m

onooxygenase/am
m

onia m
onooxygenase subunit A Nitrosococcus watsonii C-113 /1-243
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74074v1 protein KFI18754 1 am
m

onia m
onooxygenase Nitrosococcus oceani C-27 /1-247

GCA 000196355 1 ASM19635v1 protein ABB76052 1 ammonia monooxygenase subunit A Nitrosospira multiformis ATCC 25196 /1-274

MKMC d Bacteria p Proteobacteria c Gammaproteobacteria o Methylococcales f Methylomonadaceae g Methylomonas s Methylomonas koyamae A 1/1-246
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itrosococcus oceani 1/1-247

BDMN d Bacteria p Proteobacteria c Gammaproteobacteria o Methylococcales f M
ethylomonadaceae g Methyloprofundus s 1/1-246

AQQV d Bacteria p Proteobacteria c Gammaproteobacteria o Nevskiales f Oceanococcaceae g Oceanococcus s Oceanococcus atlanticus 1/1-248

LJYG d Bacteria p Proteobacteria c Alphaproteobacteria o Rhizobiales f X
anthobacteraceae g Bradyrhizobium s Bradyrhizobium manausense 1/1-267

GCA 001543925 1 ASM154392v1 protein KWX00979 1 Particulate methane monooxygenase A-subunit Streptomyces thermoautotrophicus /7-249
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GCA 000960475 2 ASM96047v2 protein OIJ27996 1 methane monooxygenase Nocardioides luteus /1-236
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GCA 001644045 1 ASM164404v1 protein OAH97776 1 methane monooxygenase/ammonia monooxygenase subunit A Methylomonas methanica /1-246
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GCA 002101225 1 ASM210122v1 protein ORU89476 1 methane monooxygenase/ammonia monooxygenase subunit A Cycloclasticus sp symbiont of Poecilosclerida sp M /1-245
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GCA 002929015 1 ASM292901v1 protein PPD37238 1 methane monooxygenase/ammonia monooxygenase subunit A Methylomonas sp /1-246
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