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GCA 000214665 1 ASM21466v1 protein AEF98754 1 methane monooxygenase/ammonia monooxygenase subunit B Methylomonas methanica MC09 /1-414
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GCA 001644135 1 ASM164413v1 protein OAI14145 1 methane monooxygenase/ammonia monooxygenase subunit B Methylomonas koyamae /1-414
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GCA 900111015 1 IMG-taxon 2616644811 annotated assembly protein SEQ16254 1 methane/ammonia monooxygenase subunit B Solimonas aquatica /1-405
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GCA 001644045 1 ASM164404v1 protein OAH97777 1 methane monooxygenase/ammonia monooxygenase subunit B Methylomonas methanica /1-414
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FMVD d Bacteria p Proteobacteria c Gammaproteobacteria o Betaproteobacteriales f N
itro

somonadaceae g Nitro
sospira s Nitro

sospira
multifo

rmis D 1/1-407

GCA 000266905 1 ASM26690v1 protein AFM20518 1 Monooxygenase subunit B protein plasmid Mycobacterium chubuense NBB4 /1-371

JZDQ
 d Bacteria p Actinobacteriota c Actinobacteria o Propionibacteriales f Nocardioidaceae g Nocardioides s Nocardioides luteus 1/1-371

MAAS d Bacteria p Proteobacteria c Gammaproteobacteria o Pseudomonadales f Porticoccaceae g 50-400-T64 s 1/1-407

ARWO01 d Archaea p Crenarchaeota c Nitrososphaeria o Nitrososphaerales f Nitrosopumilaceae g Nitrosopelagicus s 1/1-163
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