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GCA 001725315 1 ASM172531v1 protein ODU66963 1 hydroxylamine reductase Lautropia sp SCN 66-9
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GCA 900106555 1 IMG-taxon 2671180131 annotated assembly protein SDX60482 1 aerobic hydroxylamine oxidoreductase precursor Nitrosomonas oligotropha GCA 000019665 1 ASM1966v1 protein ACD84488 1 Cytochrome c family protein Methylacidiphilum infernorum V4
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somonas mobilis
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GCA 001455205 1 ASM145520v1 protein ALQ52439 1 hydroxylamine reductase Nitrosomonas ureae
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GCA 900111725 1 IMG-taxon 2671180133 annotated assembly protein SET51878 1 aerobic hydroxylamine oxidoreductase precursor Nitrosomonas europaea
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ARCT d Bacteria p Proteobacteria c Alphaproteobacteria o Rhizobiales f Beijerinckiaceae g Methylocystis s Methylocystis rosea 1

GCA 001825655 1 ASM182565v1 protein OHB47744 1 hypothetical protein A2099 01590 Planctomycetes bacterium GWF2 39 10

GCA 900105875 1 IMG-taxon 2671180029 annotated assembly protein SDU36159 1 aerobic hydroxylamine oxidoreductase precursor Nitrosomonas ureae
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