
Supplementary Figure  1. 
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Figure 1 (a) SIRT1 mRNA levels in the heart tissues were quantified using qPCR. (b) SIRT1

deacetylase activity in heart homogenates. (c) SIRT1 protein expression in the heart tissues were

determined by western blotting. α-tubulin was used as the internal control. Densitometric analysis

of SIRT1 protein levels is shown. All data are presented as means ± SEM of three independent

experiments. *p < 0.05 vs. WT mice. #p < 0.05 vs. CRIF1 EKO mice.


