Protemn TSp1 (Leaden) TSpZ
AA position 124 137 265 309 364 379 674
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated
Arg Gly Val Thr e Leu Aa Gly Giu Ser
Hydropathy hydrophilc (3) @ neutral (2) ic (1) neutral (2) ic (1) neutral (2) ic (1) ic (1) neutral (2) neutral (2) hydrophilic (3) neutral (2) hydrophilic (3)
Volume [large (4) small (2) very small (1) medium (3) small (2) large (4) small (2) large (4) very small (1) very small (1) very small (1) medium (3) very small (1) small (2)
Chemical |basic (5) sulfur (3) aliphatic (1) aliphatic (1) hydroxyl (4) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) hydroxyl (4) aliphatic (1) acidic (6) hydroxyl (4) amide (7)
basic (5) sulfur (3) ca aliphatic (1) hydroxyl (4) aliphatic (1) P (10) aliphatic (1) aliphatic (1) hydroxyl (4) [Yery acidic (6) hydroxyl (4) amide (2)
Charge |positive (1) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) 3 uncharged (3) uncharged (3) negative (2) uncharged (3) uncharged (3)
Polarity polar (1) nonpolar (2) nonpolar (2) nonpolar (1) polar (2) nonpolar (2) nonpolar (1) nonpolar (1) nonpolar (2) polar (2) nonpolar (2) polar (1) polar (2) polar (2)
H-bond donor (1) none (4) none (4) none (4) (3)__|none ) none (4) none (4) none (4) (3)|none (4) acceptor (2) @) @)
Type of mutation non-conservative non-conservative non-conservative non-conservative non-conservative non-conservative 2
Protein nsp3 (PLPro;
AAposition 890 892 959 1036 1043 1113 1246
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated
Leu Pro Ser Pro Ser Asp Glu Aa Val His Tyr Thr
Hydropat @ oy neutral (2) neutral (2) neutral (2) neutral (2) hydrophilc (3) hydrophilc (3) ic (1) o neutral (2) neutral (2) neutral (2) o
Volume [large (4) very large (5) small (2) very small (1) small (2) very small (1) small (2) medium (3) very small (1) medium (3) medium (3) very large (5) small (2) large (4)
Chemical |aliphatic (1) aromatic (2) aliphatic (1) hydroxyl (4) aliphatic (1) hydroxyl (4) acidic (6) acidic (6) aliphatic (1) aliphatic (1) basic (5) aromatic (2) hydroxyl (4) aliphatic (1)
aliphatic (1) E@) P (10) hydroxyl (4) P (10) hydroxyl (4) acidic (6) acidic (6) aliphatic (1) aliphatic (1) basic (5) Y(9) hydroxyl (4) aliphatic (1)
Charge |uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) negative (2) negative (2) uncharged (3) positive (1) uncharged (3) uncharged (3) uncharged (3)
Polarity [nonpolar (1) nonpolar (1) nonpolar (1) polar (2) nonpolar (1) polar (2) polar (1) polar (1) nonpolar (2) nonpolar (1) polar (1) polar (2) polar (2) nonpolar (2)
H-bond none (4) none (4) none (4) (3) |none (&) (3) acceptor (2) acceptor (2) none (4) none (4) @ @ @) [none (&)
Type of mutation conservative non-conservative non-conservative conservative conservative 2 non-conservative
Protein nsp3 (PLPro)
AA position 1312 1576 1649 1667 1723 1881 1995 2405 2511 2674
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 0455122 Mutated NC 0455122 Mutated NC 0455122 Mutated NC 0455122 Mutated NC 0455122 Mutated NC 0455122 Mutated
Met Asn Aa lle Val Gly Cys Thr lle Asn Asn Lys Met lle
Hydropat @ oy hydrophilc (3) neutral (2) ic (1) ic (1) ic (1) ic (1) neutral (2) ic (1) neutral (2) ic (1) hydrophilc (3) hydrophilc (3) hydrophilc (3) neutral (2) hydrophilc (3) hydrophilc (3) o) o)
Volume |large (4) large (4) small (2) small (2) very small (1) medium (3) large (4) medium (3) very small (1) small (2) small (2) large (4) small (2) small (2) small (2) very small (1) large (4) small (2) large (4) large (4)
Chemical |sufur (3) aliphatic (1) amide (7) hydroxyl (4) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) sulfur (3) hydroxyl (4) aliphatic (1) amide (7) acidic (6) amide (7) hydroxyl (4) basic (5) amide (7) sufur (3) aliphatic (1)
sulfur (3) aliphatic (1) amide (2) hydroxyl (4) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) G (1) sulfur (3) hydroxyl (4) aliphatic (1) amide (2) acidic (6) amide (2) hydroxyl (4) basic (5) amide (2) sulfur (3) aliphatic (1)
Charge |uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) negative (2) uncharged (3) uncharged (3) positve (1) uncharged (3) uncharged (3) uncharged (3)
Polarity [nonpolar (2) nonpolar (2) polar (2) polar (2) nonpolar (2) nonpolar (1) nonpolar (2) nonpolar (1) nonpolar (2) nonpolar (2) polar (2) nonpolar (2) polar (2) polar (1) polar (2) polar (2) polar (1) polar (2) nonpolar (2) nonpolar (2)
H-bond none (4) none (4) @) (3)_|none (4) none (4) none (4) none (4) none (4) none (4) @) [none (&) @) |acceptor (2) @) (3)_|donor (1) (3)__|none (4) none (4)
Type of mutation | _conservative conservative conservative conservative conservative non-conservative 2 2 2 conservaiive
Protein TSha TSP5 (3CLPTO TSR6 TSp7 TSPB
AAposition 2994 3278 3315 3395 3606 3661 3729 3737 3885 4129
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 0455122 Mutated NC 0455122 Mutated NC 0455122 Mutated NC 0455122 Mutated NC 0455122 Mutated
Ala Gly Ser Pro Ser Leu Leu Met ile Gin Arg lle Val Ser Thr e
Hydropathy @ oy neutral (2) neutral (2) neutral (2) neutral (2) neutral (2) ic (1) ic (1) ic (1) ic (1) ic (1) hydrophilc (3) hydrophilc (3) o @) [neural ) o) neutral (2) o)
Volume |very small (1) medium (3) very small (1) very small (1) small (2) very small (1) small (2) large (4) large (4) very large (5) large (4) large (4) medium (3) large (4) large (4) medium (3) very small (1) very large (5) smal (2) large (4)
Chemical |aliphatic (1) aliphatic (1) aliphatic (1) hydroxyl (4) aliphatic (1) hydroxyl (4) aliphatic (1) aliphatic (1) aliphatic (1) aromatic (2) sulfur (3) aliphatic (1) amide (7) basic (5) aliphatic (1) aliphatic (1) hydroxyl (4) aromatic (2) hydroxyl (4) aliphatic (1)
aliphatic (1) aliphatic (1) Ga1) hydroxyl (4) P (10) hydroxyl (4) P (10) aliphatic (1) aliphatic (1) (@) sulfur (3) aliphatic (1) amide (7) basic (5) aliphatic (1) aliphatic (1) hydroxyl (4) (@) hydroxyl (4) aliphatic (1)
Charge 3 uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) positive (1) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3)
Polarity | nonpolar (2) nonpolar (1) nonpolar (2) polar (2) nonpolar (1) polar (2) nonpolar (1) nonpolar (1) nonpolar (1) nonpolar (1) nonpolar (2) nonpolar (2) polar (1) polar (1) nonpolar (2) nonpolar (1) polar (2) nonpolar (1) polar (2) nonpolar (2)
H-bond none (4) none (4) none (4) (3) _|none (4) (3) _|none (4) none (4) none (4) none (4) none (4) none (4) (3)_|donor (1) none (4) none (4) @) [none (&) @) |none ()
Type of mutation conservative non-conservative non-conservative non-conservative conservative conservative 2 conservaiive non-conservative non-conservative
Protein TSPO TSp10 TSp1Z (RARD
A position 7244 4364 4644 4687 4715 4749 4777 5160
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 0455122 Mutated NC 0455122 Mutated
Gly Thr le His Tyr Pro Leu Gin His. Gly Ser Ser
Hydropathy neutral (2) hydrophilc (3) neutral (2) @ neutral (2) hydrophilc (3) neutral (2) neutral (2) neutral (2) o) hydrophilc (3) neutral (2) neutral (2) neutral (2) neutral (2) hydrophilc (3)
Volume |very small (1) large (4) small (2) large (4) small (2) small (2) medium (3) very large (5) small (2) large (4) medium (3) medium (3) very small (1) very small (1) very small (1) small (2)
Chemical |aliphatic (1) basic (5) hydroxyl (4) aliphatic (1) hydroxyl (4) amide (7) basic (5) aromatic (2) aliphatic (1) aliphatic (1) amide (7) basic (5) aliphatic (1) hydroxyl (4) hydroxyl (4) amide (7)
G@1) basic (5) hydroxyl (4) aliphatic (1) hydroxyl (4) amide (2) basic (5) Y(9) P (10) aliphatic (1) amide (7) basic (5) G 1) hydroxyl (4) hydroxyl (4) amide (2)
Charge |uncharged (3) positive (1) uncharged (3) uncharged (3) uncharged (3) uncharged (3) positive (1) uncharged (3) uncharged (3) uncharged (3) uncharged (3) positive (1) uncharged (3) uncharged (3) uncharged (3) uncharged (3)
Polarity | nonpolar (2) polar (1) polar (2) nonpolar (2) polar (2) polar (2) polar (1) polar (2) nonpolar (1) nonpolar (1) polar (1) polar (1) nonpolar (2) polar (2) polar (2) polar (2)
H-bond none (4) donor (1) (3) |none (4) @ @ @ (3)__|none (4) none (4) @) (3)__|none (4) ()] ()] ()]
T! e of mutation non-conservative non-conservative ? ? non-conservative ? non-conservative 2
Protein |1SP13,
‘AAposition 5496 5557 5648 5703 5716 5809 5000
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 0455122 Mutated NC 0455122 Mutated
Pro Ser Met le Tyr His Aa Ag Cys Ser Leu Met
Hydropathy | neutral (2) neutral (2) @ @ neutral (2) neutral (2) @ @ hydrophilic (3) @ neutral (2) @ @ @
Volume[small (2) very small (1) large (4) large (4) very large (5) medium (3) very small (1) medium (3) large (4) small (2) very small (1) large (4) large (4) large (4)
Chemical |aliphatic (1) hydroxyl (4) sulfur (3) aliphatic (1) aromatic (2) basic (5) aliphatic (1) aliphatic (1) basic (5) sulfur (3) hydroxyl (4) aliphatic (1) sulfur (3) aliphatic (1)
P (10) hydroxyl (4) sulfur (3) aliphatic (1) Y(©9) basic (5) aliphatic (1) aliphatic (1) basic (5) sulfur (3) hydroxyl (4) aliphatic (1) sulfur (3) aliphatic (1)
Charge |uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) positive (1) uncharged (3) positive (1) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3)
Polarity [nonpolar (1) polar (2) nonpolar (2) nonpolar (2) polar (2) polar (1) nonpolar (2) nonpolar (1) polar (1) nonpolar (2) polar (2) nonpolar (1) nonpolar (2) nonpolar (2)
H-bond none (4) (3)__|none 4) none (4) @) (3)_|none 4) none (4) donor (1) none (4) (3)_[none (&) none (4) none (4)
Type of mutation non-conservative conservative ? conservative non-conservative non-conservative conservative
Protein TiSP14 (@ 105 exonuclease)
‘A position 6016 6026 6099 6102 6141 6194 6288 6356
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 0455122 Mutated NC 0455122 Mutated NC 0455122 Mutated NC 0455122 Mutated
Val le le Leu Phe Leu Phe Cys Phe e ile Phe Cys
Hydropati (1) (1) (1) (1) (1) 1) (1) @ (6] 1 @ @ @ @ @ 6]
Volume [medium (3) large (4) medium (3) large (4) large (4) very large (5) large (4) very large (5) small (2) very large (5) medium (3) large (4) large (4) medium (3) very large (5) small (2)
Chemical |aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) aromatic (2) aliphatic (1) aromatic (2) sulfur (3) aromatic (2) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) aromatic (2) sulfur (3)
aliphaic (1) aliphaic (1) aliphatic (1) aliphatic (1) aliphatic (1) F@) aliphatic (1) [0) sulfur (3) F (1) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) (1) sulfur (3)
Charge |uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3)
Polarity [nonpolar (1) nonpolar (2) nonpolar (1) nonpolar (2) nonpolar (1) nonpolar (1) nonpolar (1) nonpolar (1) nonpolar (2) nonpolar (1) nonpolar (1) nonpolar (2) nonpolar (2) nonpolar (1) nonpolar (1) nonpolar (2)
H-bond none (4) none (4) none (4) none (4) none (4) none (4) none (4) none (4) none (4) none (4) none (4) none (4) none (4) none (4) none (4) none (4)
Type of mutation conservative conservative conservative 2 2 conservative conservative 2




TSpI5 (endoRNASe)

Protoim TSp16 (2-O-11bose MTase)
AAposition 6465 6485 6566 6670 6815 6831 6833 6910
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated
Gly Glu Thr lle Thr Met Met lle Met lle Ser Arg Thr lle Val
Hydropathy | neutral (2) hydrophilic (3) neutral (2) ic (1) neutral (2) ic (1) ic (1) ic (1) ic (1) ic (1) neutral (2) hydrophilic (3) neutral (2) ic (1) @ @
Volume |very small (1) medium (3) small (2) large (4) small (2) large (4) large (4) large (4) large (4) large (4) very small (1) large (4) small (2) large (4) large (4) medium (3)
Chemical |aliphatic (1) acidic (6) hydroxyl (4) aliphatic (1) hydroxyl (4) sulfur (3) sulfur (3) aliphatic (1) sulfur (3) aliphatic (1) hydroxyl (4) basic (5) hydroxyl (4) aliphatic (1) aliphatic (1) aliphatic (1)
G(11) acidic (6) hydroxyl (4) aliphatic (1) hydroxyl (4) sulfur (3) sulfur (3) aliphatic (1) sulfur (3) aliphatic (1) hydroxyl (4) basic (5) hydroxyl (4) aliphatic (1) aliphatic (1) aliphatic (1)
Charge |uncharged (3) negative (2) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) positive (1) uncharged (3) uncharged (3) uncharged (3) uncharged (3)
Polarity | nonpolar (2) polar (1) polar (2) nonpolar (2) polar (2) nonpolar (2) nonpolar (2) nonpolar (2) nonpolar (2) nonpolar (2) polar (2) polar (1) polar (2) nonpolar (2) nonpolar (2) nonpolar (1)
H-bond none (4) acceptor (2) (3) |none (4) (3) |none (4) none (4) none (4) none (4) none (4) (3)__|donor (1) (3) _|none (4) none (4) none (4)
Type of mutation non-conservative non-conservative non-conservative conservative conservative non-conservative non-conservative conservative
Protein S
AAposition 138 193 198 261 330 384 614 686 1273
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated
Asp His Val Asp Gly Gly Val Pro Pro Asp Ser. Gly Thr
Hydropathy | hydrophilic (3) neutral (2) &) &) hydrophilic (3) neutral (2) neutral (2) ic (1) neutral (2) ic (1) neutral (2) ic (1) hydrophilic (3) neutral (2) neutral (2) neutral (2) neutral (2) ()
Volume [small (2) medium (3) medium (3) large (4) small (2) very small (1) very small (1) medium (3) small (2) large (4) small (2) large (4) small (2) very small (1) very small (1) very small (1) small (2) large (4)
Chemical | acidic (6) basic (5) aliphatic (1) aliphatic (1) acidic (6) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) acidic (6) aliphatic (1) hydroxyl (4) aliphatic (1) hydroxyl (4) aliphatic (1)
acidic (6) basic (5) aliphatic (1) aliphatic (1) acidic (6) G (11) G(11) aliphatic (1) P (10) aliphatic (1) P (10) aliphatic (1) acidic (6) G (11) hydroxyl (4) G (1) hydroxyl (4) aliphatic (1)
Charge |negative (2) positive (1) uncharged (3) uncharged (3) negative (2) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) negative (2) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3)
Polarity |polar (1) polar (1) nonpolar (1) nonpolar (1) polar (1) nonpolar (2) nonpolar (2) nonpolar (1) nonpolar (1) nonpolar (1) nonpolar (1) nonpolar (1) polar (1) nonpolar (2) polar (2) nonpolar (2) polar (2) nonpolar (2)
H-bond acceptor (2) (3) |none (4) none (4) acceptor (2) none (4) none (4) none (4) none (4) none (4) none (4) none (4) acceptor (2) none (4) (3) _|none (4) (3) |none (4)
Type of mutation non-conservative conservative non-conservative ? non-conservative non-conservative non-conservative non-conservative non-conservative
Protein 53] E
AA position 23 57 251 68 2 3 43 175
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated
Aa Ser. GIn His Gly Ser Phe Ala val Asp Asn Ser Thr Met
Hydropatl (@ neutral (2) hydrophilic (3) neutral (2) neutral (2) ic (1) neutral (2) ic (1) ic (1) @ hydrophilic (3) neutral (2) hydrophilic (3) neutral (2) neutral (2) @
Volume |very small (1) very small (1) medium (3) medium (3) very small (1) medium (3) very small (1) very large (5) very small (1) medium (3) small (2) very small (1) small (2) very small (1) small (2) large (4)
Chemical |aliphatic (1) hydroxyl (4) amide (7) basic (5) aliphatic (1) aliphatic (1) hydroxyl (4) aromatic (2) aliphatic (1) aliphatic (1) acidic (6) aliphatic (1) amide (7) hydroxyl (4) hydroxyl (4) sulfur (3)
aliphatic (1) hydroxyl (4) amide (7) basic (5) G(11) aliphatic (1) hydroxyl (4) F(7) aliphatic (1) aliphatic (1) acidic (6) G(11) amide (2) hydroxyl (4) hydroxyl (4) sulfur (3)
Charge uncharged (3) uncharged (3) positive (1) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) negative (2) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3)
Polarity | nonpolar (2) polar (2) polar (1) polar (1) nonpolar (2) nonpolar (1) polar (2) nonpolar (1) nonpolar (2) nonpolar (1) polar (1) nonpolar (2) polar (2) polar (2) polar (2) nonpolar (2)
H-bond none (4) 3) (3) (3) none (4) none (4) (3) none (4) none (4) none (4) acceptor (2) none (4) @3) @3) ) none (4)
Type of mutation non-conservative 2 non-conservative non-conservative conservative non-conservative conservative non-conservative
Protein a
AA position 57 58 5 8 66 84 101
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated
Pro Leu Met Leu Phe Ala Ser Gly Ser Leu Ser Arg Leu
Hydropathy |neutral (2) @ ic (1) neutral (2) ic (1) ic (1) ic (1) neutral (2) neutral (2) neutral (2) ic (1) neutral (2) hydrophilc (3) ic (1)
Volume[small (2) large (4) large (4) small (2) large (4) very large (5) very small (1) very small (1) very small (1) very small (1) large (4) very small (1) large (4) large (4)
Chemical |aliphatic (1) aliphatic (1) sulfur (3) hydroxyl (4) aliphatic (1) aromatic (2) aliphatic (1) hydroxy (4) aliphatic (1) hydroxyl (4) aliphatic (1) hydroxyl (4) basic (5) aliphatic (1)
P (10) aliphatic (1) sulfur (3) hydroxyl (4) aliphatic (1) F() aliphatic (1) hydroxyl (4) G (1) hydroxyl (4) aliphatic (1) hydroxyl (4) basic (5) aliphatic (1)
Charge |uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) 3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) positive (1) uncharged (3)
Polarity [ nonpolar (1) nonpolar (1) nonpolar (2) polar (2) nonpolar (1) nonpolar (1) nonpolar (2) polar (2) nonpolar (2) polar (2) nonpolar (1) polar (2) polar (1) nonpolar (1)
H-bond none (4) none (4) none (4) (3)_|none (4) none (4) none (4) (3)_|none (4) (3)|none (4) (3)_|donor (1) none (4)
Type of mutation non-consenvative non-conservative conservative non-conservative non-conservative non-conservative non-conservative
Protein
AA position 33 34 97 135 140 140 152 190 202
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated
Ser Gly Glu Gly Ser Thr Asn Thr Asn Ala Ser Ser Ser
Hydropathy | neutral (2) ic (1) neutral (2) hydrophilic (3) neutral (2) neutral (2) neutral (2) (1) hydrophilic (3) neutral (2) hydrophilic (3) hydrophilic (3) (1) neutral (2) neutral (2) (1) neutral (2) hydrophilic (3)
Volume |very small (1) large (4) very small (1) medium (3) very small (1) very small (1) small (2) large (4) small (2) small (2) small (2) large (4) very small (1) very small (1) very small (1) large (4) very small (1) small (2)
Chemical |hydroxyl (4) aliphatic (1) aliphatic (1) acidic (6) aliphatic (1) hydroxyl (4) hydroxyl (4) aliphatic (1) amide (7) hydroxyl (4) amide (7) basic (5) aliphatic (1) hydroxyl (4) hydroxyl (4) aliphatic (1) hydroxyl (4) amide (7)
hydroxyl (4) aliphatic (1) G(11) acidic (6) G(11) hydroxyl (4) hydroxyl (4) aliphatic (1) amide (2) hydroxyl (4) amide (2) basic (5) aliphatic (1) hydroxyl (4) hydroxyl (4) aliphatic (1) hydroxyl (4) amide (2)
Charge |uncharged (3) uncharged (3) uncharged (3) negative (2) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) positive (1) 3) uncharged (3) uncharged (3) uncharged (3) uncharged (3) uncharged (3)
Polarity | polar (2) nonpolar (2) nonpolar (2) polar (1) nonpolar (2) polar (2) polar (2) nonpolar (2) polar (2) polar (2) polar (2) polar (1) nonpolar (2) polar (2) polar (2) nonpolar (2) polar (2) polar (2)
H-bond @3)_|none (4) none (4) acceptor (2) none (4) @ @3) [none (&) @ Q@ @) |donor 1) none (4) @ @) [none (&) @ @
T! e of mutation non-conservative non-conservative non-conservative non-conservative conservative non-conservative non-conservative non-conservative conservative
Protein ol
AA position 203 204 205 300 344 348 362 381 397
NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated NC 045512.2 Mutated
Arg Lys Gly Arg lle His Tyr Pro Ser Asp Tyr Ala Val Ala Val
Hydropathy hydrophilc (3) hydrophilc (3) neutral (2) hydrophiic (3) neutral (2) @ neutral (2) neutral (2) neutral (2) neutral (2) hydrophilic (3) neutral (2) neutral (2) @ @ @ @ @
Volume [large (4) large (4) very small (1) large (4) small (2) large (4) medium (3) very large (5) small (2) very small (1) small (2) very large (5) small (2) large (4) very small (1) medium (3) very small (1) medium (3)
Chemical |basic (5) basic (5) aliphatic (1) basic (5) hydroxyl (4) aliphatic (1) basic (5) aromatic (2) aliphatic (1) hydroxyl (4) acidic (6) aromatic (2) hydroxyl (4) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1)
basic (5) basic (5) G(11) basic (5) hydroxyl (4) aliphatic (1) basic (5) Y (9) P (10) hydroxyl (4) acidic (6) Y (9) hydroxyl (4) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1) aliphatic (1)
Charge |positive (1) positive (1) uncharged (3) positive (1) uncharged (3) uncharged (3) positive (1) uncharged (3) uncharged (3) uncharged (3) negative (2) uncharged (3) uncharged (3) uncharged (3) 3) uncharged (3) 3) uncharged (3)
Polarity|polar (1) polar (1) nonpolar (2) polar (1) polar (2) nonpolar (2) polar (1) polar (2) nonpolar (1) polar (2) polar (1) polar (2) polar (2) nonpolar (2) nonpolar (2) nonpolar (1) nonpolar (2) nonpolar (1)
H-bond donor (1) donor (1) none (4) donor (1) (3) |none (4) @) (3) |none (4) (3) |acceptor (2) @) (3) |none (4) none (4) none (4) none (4) none (4)
Type of mutation conservative non-conservative non-conservative non-conservative non-conservative non-conservative non-conservative conservative conservative




Genome region ORFlab | ORF2 ORF3a ORF5 ORF7a| ORF8 ORF9
Protein nsp2 nsp3 (PLPro) nsp5 nsp6 | nsp10 nsp12 (RARp) nspl3 nsplGJ S 3a M 7a 8 N
AA position| 265 | 309 | 364 | 379 [ 890 | 959 | 1036 | 1043|1113 ] 1246|1312 3278 3315 | 3395 | 3606 | 4364 | 4644 | 4715 | 4749 | 4777 | 5557 | 5900 | 6831 | 198 614 23 57 2 3 175 8 84 97 140 152 202 203 204
NC 045512.2 AA| Thr | Pro | Ala | Glv | Leu | Pro | Asp | Ala | His | Thr | Met Gly Pro Pro Leu Thr Thr Pro GIn Gly Met Met Ser Asp Asp Ala GIn Ala Asp Thr Ala Leu Gly Asn Ala Ser Arg Gly
Mutated AA| lle | Leu | Ser | Glu | Phe | Ser | Glu | Val | Tyr | lle lle Ser Ser Leu Phe lle Asn Leu His Ser lle lle Arg Gly Gly Ser His Val Gly Met Ser Ser. Ser Thr Ser Asn Lys Arg
NT position| 1059 | 1191 | 1355 | 1401 | 2933 | 3140 | 3373 | 3393 | 3602 | 4002 | 4201 | 10097 | 10208 | 10449 | 11083 | 13356 | 14195 | 14408 | 14511 | 14593 | 16935 | 17964 | 20755 22155 | 23403 | 25459 | 25563 | 26527 | 26530 | 27046 | 27415 | 28144 | 28562 | 28692 | 28727 | 28878 | 28881 | 28882 | 28883
NC 045512.2NT| C C G G C C C C C C G G C C G C C C G G G G A A A G G C A C G T G A G G G G G
mutated NT| T T T A T T A T T T T A T T T T A T T A T T C G G T T T G T T C A C T A A A C
Number of sequences| 17 8 4 3 2 7 2 2 2 7 2 6 4 2 214 2 2 2 4 3 2 213 2 21 2 4 8 6 2 4 8 4 2 144 144 144
%| 7.8 [367]1.83] 1.38 321 211 2,752 | 1,835 1,835 | 1376 1835 3.67 [ 2,752 — 1835 3.67 [ 1835 66,06 | 66,06 | 66.06
Lipetsk-62707 EPI ISL 428866 2020.03.11
Krasnodar-63401 EPI ISL 428867 2020.03.11
Lipetsk-62704 EPI ISL 428865 2020.03.11
Moscow 64405 EPIISL 428869 2020.03.13
Moscow-71605 EPI ISL 428872 2020.03.19
StPetersburg-R116086S EPIISL 430111 2020.04.15
Moscow-62506 EPIISL 428862 2020.03.11
SCPM-0-01 EPI ISL 451963 2020.03.20
StPetersburg-R114707S EPI ISL 427329 2020.04.07
StPetersburg-R114584S EPI ISL 427316 2020.04.03
StPetersburg-R114585S EPIISL 427317 2020.04.03
StPetersburg-R114591S EPIISL 427318 2020.04.03
StPetersburg-R114686S EPI ISL 427324 2020.04.07
StPetersburg-R114693S EPI ISL 427325 2020.04.07
StPetersburg-R114694S EPI ISL 427326 2020.04.07
StPetersburg-R114696S EPI ISL 427327 2020.04.07
StPetersburg-R114697S EPI ISL 427328 2020.04.07
StPetersburg-R114711S EPI ISL 427330 2020.04.07
StPetersburg-R114713S EPIISL 427331 2020.04.07
StPetersbura-R114723S [EPIISL 427332 020.04.0
StPetersbura-R114724S [EPIISL 427333 020.04.0
StPetersbura-R114726S EPIISL 427334 020.04.0
StPetersbura-R114728S EPIISL 427335 020.04.0
StPetersburg-R114781S EPI ISL 427336 020.04.0
StPetersbura-R114706S EPIISL 427815 020.04.0
StPetersbura-R117658S EPI ISL 450265 020.04.
StPetersburg |EPI ISL 430077 020.04.10
StPetersburg |EPI ISL 430083 020.04.10
StPetersburg |EPI ISL 430097 020.04.14
StPetersburg |EPI ISL 430081 020.04.10
StPetersbura EPI ISL 430082 020.04.10
StPetersbura-R115029S EPI ISL 430085 020.04.10
StPetersbura-R115033S EPI ISL 430086 020.04.10
StPetersbura-R115047S EPI ISL 430087 020.04.10
StPetersbura-R115642S EPI ISL 430095 020.04.14
StPetersbura EPI ISL 430096 020.04.14
StPetersbura EPI ISL 430102 020.04.14
StPetersbura |EPI ISL 450278 020.04.
StPetersbura |EPI ISL 450286 020.04.
StPetersbura |EPI ISL 450287 020.04.
StPetersbura |EPI ISL 430067 020.04.0
StPetersbura EPI ISL 430068 020.04.0
StPetersbura-R114780S EPI ISL 430069 020.04.0
StPetersbura-R114938S [EPI ISL 43007 020.04.0:
StPetersbura |EPI ISL 43007 020.04..
StPetersbura |EPI ISL 450244 020.04.. G
StPetersbura EPI ISL 45024 020.04.. G
StPetersbura-R115633S [EPI ISL 4300 020.04.14
StPetersbura-R115634S [EPI ISL 4300 020.04.14
StPetersbura-R115635S [EPI ISL 430094 020.04.14
StPetersbura-R115654S EPI ISL 430098 020.04.14
StPetersbura-R114972S EPI ISL 430078 020.04.10
StPetersbura-R114980S [EPI ISL 430079 020.04.10
StPetersbura-R114983S EPI ISL 430080 020.04.10
StPetersbura-R117319V. EPI ISL 450249 020.04. A
StPetersbura-R117321V. EPI ISL 450250 020.04. A
StPetersbura-R117318V. EPI ISL 450248 020.04. A
StPetersbura-R116251S EPI ISL 45024 020.04.
StPetersbura-R115017V. EPI ISL 430084 020.04.
StPetersbura-R116063S [EPI ISL 43011 020.04.
Moscow-GCBL3 EPI ISL 4367 020.04.14
Moscow-GCBL1 EPI ISL 436715 020.04.14
Moscow-GCBL2 EPI ISL 436716 020.04.14
Yakutia-73703 EPI ISL 428888 020.03.
StPetersburg-R118350S [EPI ISL 450273 020.04. T
StPetersburg-R118402S EPI ISL 450281 020.04. T T
StPetersburg-R117880S EPI ISL 450266 020.04. T
StPetersburg-R118393S EPI ISL 450279 020.04. T
StPetersburg-R118397S EPI ISL 450280 020.04. T
StPetersburg-R118409S EPI ISL 450282 020.04. T
EPI ISL 450283 020.04. T
EPI ISL 450284 020.04. T
EPI ISL 450285 020.04. T
Moscow-62508 EPI ISL 428863 020.03.11 T T
Moscow-62502 EPI ISL 428864 020.03.11 T T
StPetersburg-R114307V. EPI ISL 427308 020.03.24 A
StPetersburg-R114308V. EPIISL 427309 020.03.24 A




Genome region ORFlab | ORF2 ORF3a ORF5 ORF7a| ORF8 ORF9
Protein nsp2 nsp3 (PLPro) nsp5 nsp6 | nsp10 nsp12 (RARp) nspl3 nsplGJ S 3a M 7a 8 N
AA position| 265 | 309 | 364 | 379 [ 890 | 959 | 1036 | 1043|1113 ] 1246|1312 3278 3315 | 3395 | 3606 | 4364 | 4644 | 4715 | 4749 | 4777 | 5557 | 5900 | 6831 | 198 614 23 57 2 3 175 8 84 97 140 152 202 203 204
NC 045512.2 AA| Thr | Pro | Ala | Glv | Leu | Pro | Asp | Ala | His | Thr | Met Gly Pro Pro Leu Thr Thr Pro GIn Gly Met Met | Ser | Asp | Asp Ala GIn Ala Asp Thr Ala Leu Gly Asn Ala Ser Arg Gly
Mutated AA| lle | Leu | Ser | Glu | Phe | Ser | Glu | Val [ Tyr | lle lle Ser Ser Leu Phe lle Asn | Leu His Ser lle lle Arg Gly Gly Ser His Val Gly Met Ser Ser. Ser Thr Ser | Asn Lys Arg
NT position| 1059 | 1191 | 1355 | 1401 | 2933 | 3140 | 3373 | 3393 | 3602 | 4002 | 4201 | 10097 | 10208 | 10449 | 11083 | 13356 | 14195 | 14408 | 14511 | 14593 | 16935 | 17964 | 20755 22155 | 23403 | 25459 | 25563 | 26527 | 26530 | 27046 | 27415 | 28144 | 28562 | 28692 | 28727 | 28878 | 28881 | 28882 | 28883
NC 045512.2NT| C C G G C C C C C C G G C C G C C C G G G G A A A G G C A C G T G A G G G G G
mutated NT| T T T A T T A T T T T A T T T T A T T A T T C G G T T T G T T C A C T A A A C
Number of sequences| 17 8 4 3 2 7 2 2 2 7 2 6 4 2 214 2 2 2 4 3 2 213 2 21 2 4 8 6 2 4 8 4 2 144 144 144
%| 7.8 [367]1.83] 1.38 321 211 2,752 | 1,835 1,835 | 1376 1835 3.67 [ 2,752 1835 3.67 [ 1835 66,06 | 66.06 | 66.06
Kipen-R116907V. EPI ISL 450246 2020.04.19 T
SCPM-0-06 EPI ISL 451968 2020.03.18
Moscow-67609 EPIISL 428882 2020.03.16
Samara-73403 EPI ISL 428886 2020.03.20
SCPM-0-08 EPI ISL 451970 2020.0:
Moscow-251 EPI ISL 428851 2020.04.02
StPetersburg-R118317S EPI ISL 450271 2020.04.21
StPetersburg-R118934S EPI ISL 450291 2020.04.23
StPetersburg-R118955S EPI ISL 450293 2020.04.22
Perm-82707 EPI ISL 428895 2020.03.24
Buryatia-84504 EPI ISL 428906 2020.03.27
Sakha-89702 EPI ISL 428907 2020.04.01
Buryatia-88903 EPIISL 428911 2020.04.01
Buryatia-84508 EPI ISL 428913 2020.03.27
Buryatia-87104 EPI ISL 428914 2020.03.30
Tatarstan-82208 EPI ISL 428917 2020.03.24
Novosibirsk-84101 EPI ISL 428918 2020.03.27
Buryatia-87106 EPIISL 428919 2020.03.30
Buryatia-87105 EPI ISL 428920 2020.03.30
Sverdlovsk-86704 EPI ISL 428922 020.03.30
StPetersbura-R114917S EPI ISL 430070 020.04.07
StPetersburg-RI15169S EPI ISL 430088 020.04.0!
StPetersburg-R115170S EPI ISL 430089 020.04.0!
StPetersbura-R116056S [EPIISL 430106 020.04.
StPetersbura-R116060S [EPIISL 430107 020.04.
StPetersburg-RI116065S EPIISL 430110 020.04.
StPetersburg-R114532V EPIISL 427313 020.04.0:
SCPM-0-07 EPIISL 451969 020.03.2:
Moscow PMVL-6 EPIISL 454732 020.04.0:
CRIE145922 [EPIISL 460604 020.03.29
Moscow-351 [EPIISL 428852 020.04.02
StPetersbura-R117340V. [EPIISL 450251 020.04.20
StPetersbura-R117488S [EPIISL 450253 020.04.20
StPetersbura-R117505S [EPI ISL 450255 020.04.20
StPetersbura |EPI ISL 450256 020.04.20
StPetersbura |EPI ISL 450257 020.04.20
StPetersbura |EPI ISL 450259 020.04.21
StPetersbura |EPI ISL 45026: 020.04.21
StPetersbura |EPI ISL 450264 020.04.20
Ulan-Ude-R114560S EPIISL 42731 020.03.25
StPetersbura-R114655S [EPIISL 42732: 020.04.0!
StPetersbura-R118289S [EPIISL 450269 020.04.
StPetersbura-R117896S [EPI ISL 450267 020.04.
StPetersbura-R117039V. EPI ISL 450247 020.04.
Vector 84801 EPI ISL 428896 020.0:
EPI ISL 428894 020.0:
Ulan-Ude-R114562V. EPIISL 430112 020.03.25
Primorskiy-79001 EPI ISL 428903 020.03.22
StPetersbura-R118275S [EPI ISL 450268 020.04.21
StPetersbura-R114328S [EPIISL 427338 020.03.25
StPetersbura-R114332S [EPI ISL 427339 020.03.25
StPetersbura-64304 |EPI ISL 428868 020.0:
[EPI ISL 450289 020.04.
[EPI ISL 450261 020.04.
[EPI ISL 450262 020.04.
StPetersbura-R114944S [EPI ISL 430074 020.04.
StPetersbura-R118298S [EPI ISL 450270 020.04.
StPetersbura-R117553S [EPI ISL 450258 020.04.
StPetersbura-R117557S [EPI ISL 450260 020.04.
StPetersbura-R114649S [EPIISL 427321 020.04.
StPetersbura-R114144S [EPI ISL 427307 020.0:
StPetersbura-R118380S [EPI ISL 45027 020.04.
EPI ISL 450274 020.04.
[EPI ISL 45027! 020.04.
[EPI ISL 45027 020.04.
StPetersburg-R116043S EPI ISL 430103 020.04.14 A A c
StPetersburg-R114546V EPIISL 427314 020.04.02
StPetersburg-R114597S EPIISL 427319 020.04.04
StPetersburg-R114637S EPIISL 427320 020.04.0!
StPetersburg-R114678S EPIISL 427323 020.04.0
StPetersburg-R114937S EPI ISL 430072 020.04.0:
StPetersburg-R114949S EPI ISL 430075 020.04.0!
StPetersburg-R115244S EPI ISL 430090 020.04.10
StPetersburg-R115942S EPI ISL 430099 020.04.13
StPetersburg-R116027S EPI ISL 430100 020.04.14
StPetersburg-RI16031S EPIISL 430101 020.04.14
StPetersburg-RI16053S EPIISL 430104 020.04.15




Genome region ORFlab | ORF2 ORF3a ORF5 ORF7a| ORF8 ORF9
Protein nsp2 nsp3 (PLPro) nsp5 nsp6 | nspl0 nsp12 (RARp) nspl3 nsul(ﬂ S 3a M 7a 8 N
AA position| 265 | 309 | 364 | 379 [ 890 | 959 | 1036 | 1043|1113 ] 1246|1312 3278 3315 | 3395 | 3606 | 4364 | 4644 | 4715 | 4749 | 4777 | 5557 | 5900 | 6831 | 198 614 23 57 2 3 175 8 84 97 140 152 202 203 204
NC 0455122 AA| Thr | Pro | Ala | Gly | Leu | Pro [ Asp | Ala | His | Thr [ Met Gly Pro Pro Leu Thr Thr Pro GIn Gly Met Met Ser Asp Asp Ala Gin Ala Asp Thr Ala Leu Gly Asn Ala Ser Arg Gly
Mutated AA| lle | Leu | Ser | Glu | Phe | Ser | Glu | Val | Tyr | lle lle Ser Ser Leu Phe lle Asn Leu His Ser lle lle Arg Gly Gly Ser His Val Gly Met Ser Ser. Ser Thr Ser Asn Lys Arg
NT position| 1059 | 1191 | 1355 | 1401 | 2933 | 3140 | 3373 | 3393 | 3602 | 4002 | 4201 | 10097 | 10208 | 10449 | 11083 | 13356 | 14195 | 14408 | 14511 | 14593 | 16935 | 17964 | 20755 22155 | 23403 | 25459 | 25563 | 26527 | 26530 | 27046 | 27415 | 28144 | 28562 | 28692 | 28727 | 28878 | 28881 | 28882 | 28883
NC 0455122 NT| C (o] G G (o] (o] (o] (o] (o] (o] G G C C G C C C G G G G A A A G G C A C G T G A G G G G G
mutated NT| T T T A T T A T T T T A T T T T A T T A T T C G G T T T G T T C A C T A A A C
Number of sequences| 17 8 4 3 2 7 2 2 2 3 3 2 2 3 2 213 2 21 2 4 8 (] 2 4 8 4 2 144 144 144
%| 7.8 | 367 1.83 | 1,38 321 138 1.38 367 | 2.752 1835 367 | 1835 66.06 | 66.06 | 66.06
StPetersburg-RI116061S EPI ISL 430108 2020.04.15 T G
StPetersburg-RI16704V EPI ISL 450242 2020.04.16 T G
StPetersburg-RI17501S EPI ISL 450254 2020.04.20 T G
StPetersburg-RI17464S EPI ISL 450252 2020.04.20 T G
StPetersburg-R118319S EPI ISL 450272 2020.04.21 T G
Omsk-89001 EPI ISL 428878 2020.04.01 T G
StPetersburg-R114382V. EPI ISL 427310 020.03.29 T G
StPetersburg-R114384V EPIISL 427311 020.03.29 T G
Pskov-83602 EPI ISL 428908 020.03.25 T G
Moscow-77627 EPI ISL 428884 020.0: T G
Sverdlovsk-82904 EPI ISL 428915 020.03.25 T G
Yakutia-73709 EPI ISL 428874 020.03.20 T A T T G A A (o}
Moscow-77620 EPI ISL 428889 020.0: T A T T G A A (o}
Yakutia-83301 EPI ISL 428891 020.03.25 T A T T G A A (o}
Moscow-77610 EPI ISL 428887 020.0: T A T T G A A (o}
Moscow PMVL-1 EPIISL 421275 020.03.1 T A T T G A A (o}
Khabarovsk-88201 EPI ISL 428910 020.03.31 T A T T G A A (o}
Moscow-67142 EPI ISL 428881 020.03.16 T A T T G A A (o}
Sverdlovsk-84302 EPI ISL 428923 020.0: T T T G T
SCPM-0-03 EPI ISL 451965 2020.03.20] T T T G T
StPetersbura-RI15247S EPI ISL 430091 2020.04.10] T T Cc G T
StPetersburg-R114386V EPI ISL 427312 2020.03.29| T T C G T
CRIE156278 EPI ISL 460096 2020.03.0: T T Cc G T
StPetersburg-R113997 EPI ISL 420081 2020.03.1 T T G T
Krasnoyarsk-66501 EPI ISL 428871 2020.03.1 T T G T
Sverdlovsk-71904 EPI ISL 428873 2020.03.19| T T G T
Moscow-67117 EPI ISL 428875 2020.03.16| T T G T
Moscow-71602 EPIISL 428877 2020.03.19| T T G T
Krasnodar-80902 EPI ISL 428892 2020.0: T T T G T
Orenburg-80305 EPI ISL 428902 2020.0: T T T G T
Vector 77628 PIISL 428904 020.0: T T G T
Moscow-80402 PIISL 42890 020.0: T T G T
Sakhalin-84401 PIISL 42891 020.0: T T G T
[Chelvabinsk-85311 PIISL 428924 020.03.28f T T G T
[CRIE140762 PI ISL 46060! 020.03.29f T T G T
[Chechenva-83801 PIISL 42890 020.03.26 T G T
[Chechenva-83803 PIISL 428911 020.03.26 T G T
StPetersbura-3524 PIISL 415710 020.0 T G T
Khabarovsk-71403 PIISL 428880 020.0: T G T
Moscow-6460! PIISL 428870 020.0: T T T T G G
Sverdlovsk-71905 PIISL 428879 020.0: T T T T G G
Moscow-6250! PIISL 428860 020.0: T G G
Moscow-6250: Pl ISL 42886: 020.03. T G G
Burvatia-86204 Pl ISL 42889 020.03.29 T T G T
Crvmea-8060: Pl ISL 42890: 020.0: T T G T
StPetersbura-R118876S PIISL 450288 020.04. T T G
StPetersbura-R116055S PIISL 430105 020.04. A T G
StPetersbura-R116790V. PIISL 450243 020.04. A T G
Moscow-71604 PIISL 428876 020.03. T G
Samara-73406 PIISL 428885 020.0: T G
Sverdlovsk-71903 PIISL 428890 020.03. T G
StPetersbura-R118913S PIISL 450290 020.04. T T G
StPetersbura-R118935S PIISL 450292 020.04. T G
StPetersbura-R114936S EPI ISL 430071 020.04.0: T G
StPetersbura-R113992 EPI ISL 420080 020.03.1 T G
Tver-72601 EPI ISL 428921 020.03.1 T G
StPetersbura-R114326S EPI ISL 427337 020.03.25 T G
SCPM-0-02 EPI ISL 451964 020.03.22 T G
Moscow-80112 EPI ISL 428900 020.0: T G
SCPM-0-05 EPI ISL 451967 020.03.21 T
Kabardino-Balkaria-80503 EPI ISL 428898 020.0: C A
Kabardino-Balkaria-80501 EPI ISL 428893 020.0: Cc A
StPetersbura-82005 EPI ISL 428897 020.03.24 T
StPetersbura-73603 EPI ISL 428883 020.03.20
Strain GISAID ID Date




' Thr 859
Chain B

Figure S1 — Protein S Asp614 interactions with Thr859
from the other subunit in the spike trimer (PBD 6VSB).



	Table S1.pdf
	Table S2.pdf
	Figure S1.pdf

