Supplementary Figure 1. Schematic protocol representation of SCRB-seq and Drop-seq.

(A) Schematic representation of the P14 experimental system. The green, blue and red colour denote naive P14 T cells, P14 T
cells recovered at day 8 post LCMV Armstrong infection and P14 T cells recovered at day 40 post LCMV clone-13 infection
respectively. (B) lllustrates the difference in the single-cell capturing strategy of SCRB-seq versus Drop-seq. (C) Representation
of the common chemistry downstream of single-cell capturing.

CD45.1* P14 donb
l __amsst—\ chronic LCMV infection
<«———naive P14 cells ———
CD45.2* host rae i eels CD45.2* host
acute LCMV infection day 8 p.i. P14 cells day 40 p.i. P14 cells
single-cell RNA sequencing
B Single-cell Capture and Lysis
SCRB-seq cell mixture in Drop-seq
flow
cell J
! cellin — oilin %
manual L L *
processing deflection bead/lysis in — __ droplets out—
/ plates Ly
optional . -
rgbotic cellin = oitin /%
automation captured single-cell
transcriptome
waste [ !
1 .
=5 ; ‘ syringe pump ~ oil
-—— cells — controled flows__ barcoded beads
< 5 in lysis buffer
C 3 Reverse Transcription
1 4 1) barcoded oligo(dT) primer
[PCR] [UCI] [UMI] TTTTT(TZS)’— - — —=rGrGrG [PCR] 2) polyA+ transcript
(AnN)AAAAAN/ L CC 3) MMLV RT
2 4) template switching oligo
N\ .

cDNA Amplification .

5) Universal PCR primer [PCRI[UCIT [UMI] [PCR]
6) DNA polymerase 5 - 6

Library Construction
7) Nextera XT Transposome

[PS]Re 4y 10 * 8) Custom Read 1 primer
8 ] —= 9 9) Nextera XT Read 2 primer

10) Nextera XT DNA polymerase

[Read2][lndex2][P7]



Supplementary Figure 2. Comparison of the cDNA
yield among different Drop-seq optimizations.

(A-C) Bioanalyzer electropherograms comparing the amplified cDNA
yield of Drop-seq between the original protocol and various

optimizations.
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Supplementary Figure 3. Technical characteristics of libraries generated with tSCRB-seq

and 10xGenomics Chromium from different cell types and states.
Comparative analysis of major technical parameters among a library generated with tSCBR-seq (P14 T cells recovered at day 8

post LCMV Armstrong infection) and published libraries generated with 10xGenomics Chromium (naive or recovered at day 8

post LCMV Armstrong P14 T cells?? and cord blood mononuclear cells available on the manufacturer’'s website).
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Supplementary Figure 4. The higher dynamic range of gene expression detected with
tSCBR-seq results in improved compartment-resolved expression of key immune genes

in chronic infection.

Comparative analysis of single-cell P14 T-cell transcriptomes generated with tSCRB-seq'? or 10xChromium’3 and recovered from
established LCMV clone-13 infections (on day 40 and day 30 respectively). Each circle represents a single-cell. The plots
represent the expression of key for CD8 T cell differentiation and function immune genes and regulatory receptors depicted over
tSNE. The expression level is illustrate using the red scale in plots based on the tSCBR-seq data and violet scale in plots using

the 10xChromium data.
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Supplementary Figure 5. Single-cell sort gating strategy.
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Supplementary Table 1. Fraction of cell positive for selected key immune
genes among methods.

Analysis of libraries generated with tDrop-seq and tSCRB-seq from P14 T-cells recovered at day 8 post-
acute LCMV Armstrong infection, compared to a published 10xChromium dataset with matching
experimental setup??. Comparison of the fraction of cell detected to express key immune genes among
methods.

P14 cells recovered on day 8 from acute infection
GENE tDROP-seq tSCRB-seq 10xChromium
Gzma 87% 95% 42%
Gzmb 81% 89% 90%
Prf1 55% 64% 1%
Fasl 12% 10% 21%
Kirg1 67% 56% 55%
ld2 80% 76% 95%
Tbx21 38% 56% 47%
KIf2 72% 85% 43%
KIf3 46% 70% 54%
S1pri 38% 41% 58%
S1pr4 40% 53% 92%
S1pr5 37% 42% 21%
Tcf7 10% 9% 24%
Slamf6 14% 12% 45%
I7r 9% 6% 10%
Eomes 23% 6% 22%
1d3 0% 1% 5%
Bcl2 7% 9% 29%
Mki67 61% 31% 13%
Ezh2 35% 38% 29%
Cumulative 41% 42% 40%
detection




Supplementary Table 2. Number of transcripts per cell of selected key immune
genes detected by each method.

Comparative analysis of the number of transcripts per cell of key immune genes detected by tDrop-seq, tSCBR-seq
and 10xGenomics Chromium?? in P14 T cells recovered on day 8 post LCMV Armstrong infection. All sequencing data
are down-sampled to 40 000 mapped reads per cell. Source data are provided as a Source Data file. The abbreviations
are as follows: md. transcripts, median number of transcripts captured per cell; SD, standard deviation

P14 CD8 T cells recovered onday 8 post LCMV Armstrong infection

tDrop-seq tSCRB-seq 10xChrom

md. # transcripts  SD  md. # transcripts SD md. # transcripts  SD

Gzma 7.0 17.5 180.0 405.1 4.0 34.7
Gzmb 3.0 3.7 62.0 115.0 9.0 11.9
Prf1 1.0 1.3 35.0 70.7 2.0 1.4
Fasl 1.0 0.7 23.0 46.3 1.0 0.5
Kirg1 2.0 2.3 22.0 34.8 2.0 2.1
Id2 4.0 4.0 35.5 72.8 11.0 10.0
Tbx21 1.0 0.6 20.0 32.9 1.0 1.0
KIf2 1.0 1.1 27.0 74.3 1.0 1.0
KIf3 2.0 1.8 28.5 43.8 1.0 1.2
S1pr1 1.0 0.9 14.0 24.2 1.0 1.1
S1prd 1.0 0.9 13.0 18.5 3.0 2.8
S1pr5 1.5 1.3 26.0 55.6 1.0 1.0
Tcf7 2.0 0.8 12.5 28.5 1.0 1.9
Slamf6 2.0 1.0 23.5 46.7 1.0 1.8
[7r 1.0 1.3 25.0 49.0 1.0 1.0
Eomes 1.0 1.5 6.5 42.6 1.0 0.8
Id3 1.0 0.0 9.0 37.5 1.0 1.8
Bcl2 2.0 0.6 12.0 20.3 1.0 1.6
MKi67 2.0 6.4 28.0 208.5 2.0 2.1
Ezh2 2.0 1.4 44.0 76.2 1.0 1.6

*All sequencing data were down-sampled to 40 000 mapped reads/cell.




Supplementary Table 3. Primer sequences.

Primer

Primer full name

Primer sequence

Producer

Purity

Note

DS-BEADS

DS-TSO

DS-TSO-LNA

DS-SMART PCR

DS-P5

DS-CR1

SCRB-dT plate v1

SCRB-dT plate v2

SCRB-TSO

SCRB-TSO-LNA

SCRB-SMART-PCR

SMART-P5

SCRB-CR1

ChemGenes Barcoded Oligo dT
primer ON Beads

Drop-seq Template Switching
Oligo

Drop-seq Template Switching
Oligo with Locked Nucleic Acid

Drop-seq SMART PCR Primer

Drop-seq N5 primer

Drop-seq Custrom Read 1 Primer

tSCRB Barcoded Oligo-dT Primer Plate
vl

tSCRB Barcoded Oligo-dT Primer Plate
v2 and v3

tSCRB-seq Template Switching Oligo

SCRB-seq Template Switching Oligo
with Locked Nucleic Acid

SCRB-seq SMART PCR Primer

SCRB-seq N5 primer

SCRB-seq Custrom Read 1 Primer

5'—Bead-Linker--TTTTTTTAAGCAGTGGTATCAAC
GCAGAGTACJJJIIIJIIJIJINNNNNNNN
TTTTTTTTTTTTTTTTITTTITITITTITTTITTITT--3

AAGCAGTGGTATCAACGCAGAGTGAATIGrGrG

AAGCAGTGGTATCAACGCAGAGTGAATIGrG+G

AAGCAGTGGTATCAACGCAGAGT

AATGATACGGCGACCACCGAGATCTACACGCCTGTCCGC
GGAAGCAGTGGTATCAACGCAGAGT*A*C

GCCTGTCCGCGGAAGCAGTGGTATCAACGCAGAGTAC

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTI(6)N(10)T(30)VN

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTI(7)N(9)T(30)VN

iC-iG-iICACACTCTTTCCCTACACGACGCrGrGrG

iC-iG-iCACACTCTTTCCCTACACGACGCrGrG+G

/5Biosg/ACACTCTTTCCCTACACGACGC

AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGC
TCTTCCG*A*T*C*T*

TCTTTCCCTACACGACGCTCTTCCGATCT

ChemGenes
Corporation

Eurogentec

Eurogentec

Integrated DNA
Technologies

Integrated DNA
Technologies

Integrated DNA
Technologies

Integrated DNA
Technologies

Integrated DNA
Technologies

Eurogentec

Eurogentec

Integrated DNA
Technologies

Integrated DNA
Technologies

Integrated DNA
Technologies

HPLC

HPLC

HPLC

HPLC

HPLC

Ultramer
Plate;
Standard
desalting

Ultramer
Plate;
Standard
desalting
HPLC

HPLC

HPLC

HPLC

HPLC

J denotes a nucleic acid part of the cellular
barcode, which is identical in all primers
attached to one bead; N denotes a random
nucleic acid part of the unique molecular
identifier, which is a unique sequence in each
primar attached to one bead.

rG denotes a riboguanine

rG denotes a riboguanine; +G denotes a
locked nucleic acid guanine

* denotes a phosphorothioate bond

/5Biosg/ denotes a 5’ biotin; J denotes a nucleic
acid part of the cellular barcode; N denotes a
random nucleic acid part of the unique molecular
identifier; V denotes A or Cor G

/5Biosg/ denotes a 5’ biotin; J denotes a nucleic
acid part of the cellular barcode; N denotes a
random nucleic acid part of the unique molecular
identifier; V denotes A or Cor G

iC denotes a iso-dC; iG denotes a iso-dG; rG
denotes a riboguanine

iC denotes a iso-dC; iG denotes a iso-dG; rG
denotes a riboguanine; +G denotes a locked
nucleic acid guanine

/5Biosg/ denotes a 5’ biotin

* denotes a phosphorothioate bond




Supplementary Table 4. tSCRB Barcoded Oligo-dT Primer Plate v1

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTJ(6)N(10)T(30)VN

/5Biosg/ denotes a 5’ biotin; J denotes a nucleic acid part of the cellular barcode; N denotes a random nucleic acid part of the unique molecular identifier; V denotes A or C or G; IDT Ultramer Plate;
Standard desalting

Al
A2
A3
A4
A5
A6
A7
A8
A9
A10
All
A12
B1
B2
B3
B4
B5
B6
B7
B8
B9
B10
B11
B12
Cc1
Cc2
c3
Ca
cs
cé
c7
c8
c9
C10
C11
C12
D1
D2
D3
D4
D5
D6
D7
D8
D9
D10
D11
D12

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAACGCNNNNNNNNNNTTTTTTTTTTTTTITTTITTTITTTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAACACGNNNNNNNNNNTTTTTTTTTITTITITTTIITTITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAACCAGNNNNNNNNNNTTTTTTTTTTTTTITTTITTTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAACCGTNNNNNNNNNNTTTTTTTTTITTITTTTITTTITITTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAACGTGNNNNNNNNNNTTTTTTITTTTTTITTTITTITTTTITTTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAACTGGNNNNNNNNNNTTTTTTITTITTTTITTTTIITTITITTITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAGCCTNNNNNNNNNNTTTTTTTTTITTTTTTTITTTITTIITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAGGACNNNNNNNNNNTTTTTTITTITTTITTITITTITTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAGTCGNNNNNNNNNNTTTTTTITTITITTITTTTITTTIITTITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAATCGGNNNNNNNNNNTTTTTTITTTTTTITTTITTTITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACAAGCNNNNNNNNNNTTTTTTTTTITTTITTTIITTITTTTITTTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACACGTNNNNNNNNNNTTTTTTTITTTITTTITITTITTITTTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACAGACNNNNNNNNNNTTTTTTTTTTTTITITTTITTTITITTITTTITYN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACAGTGNNNNNNNNNNTTTTTTTTTTTTTITTTTITTITTTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACCAAGNNNNNNNNNNTTTTTTTTTTITTTITTITITTITTTITIITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACCAGANNNNNNNNNNTTTTTTTTTITTITITTTITTTITITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACCTCANNNNNNNNNNTTTTTTTTTTIITTTITTITTITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACCTTCNNNNNNNNNNTTTTTTTTTTITTITITTTIITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACGACANNNNNNNNNNTTTTTITTTITTITITTITIITTITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACGATGNNNNNNNNNNTTTTTTTTTTTTTITTTITTTITITITITIVN
/5BiOSg/ACACTCTTrCCCTACACGACGCTCWCCGATCTACGCTANNNNNNNNNNI TTTITTTITTTTITITITTITTTITITTTITTITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACGTCTNNNNNNNNNNTTTTTTITTIITTITITTIITITITITITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACTACGNNNNNNNNNNTTTTTTITTITTTTITTIITTITITTITIITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACTCCANNNNNNNNNNTTTTTTTTTTITTTTITTITTITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACTGCTNNNNNNNNNNTTTTTTITTITTTTIITTIITTITITITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACTGTCNNNNNNNNNNTTTTTTTTTTITTTITTITTTITITITTTIVN
/5BiOSg/ACACTCTTrCCCTACACGACGCTCTTCCGATCTAGAACCNNNNNNNNNNI TTTITTTTTTTITTTTITITTTITTTTITITTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGACGANNNNNNNNNNTTTTTTTTITTTTTTTIITTITITTITITTITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGAGAGNNNNNNNNNNTTTTTTTTITTTTTTTIITTITITTITITTTITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGAGTCNNNNNNNNNNTTTTTTITTTTTTITTTITITTITTTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGCAGTNNNNNNNNNNTTTTTTITTITTTTITTITIITTITTTTITTTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGCCATNNNNNNNNNNTTTTTTTTTITTTTTTTITTITITTITITTITITYN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGCGAANNNNNNNNNNTTTTTTTTITTTITTTTITTITITTITITITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGCTACNNNNNNNNNNTTTTTTTTTITTITTTTIITTTIITTIITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGCTGANNNNNNNNNNTTTTTTITTITTTTITTITITTTITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGACTNNNNNNNNNNTTTTTTITTTTTTITTTTITTITTTTIITTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGCTTNNNNNNNNNNTTTTTTTITTITTITITTITIITTIITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGTAGNNNNNNNNNNTTTTTITTTIITTTIITTIITTITITTITITTITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGTGTNNNNNNNNNNTTTTTTITTTTTTITTTITITTITTTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGTCAGNNNNNNNNNNTTTTTTITTTTTTITTTTITTITITTITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGTCTCNNNNNNNNNNTTTTTTITTITTTITITTIITITITITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGTGCANNNNNNNNNNTTTTTTITTITTTITTITITTTITTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGTTCCNNNNNNNNNNTTTTTTTTTTITTTITTTITTTITITITTTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATAGGCNNNNNNNNNNTTTTTTITITTIITITTIITITITTITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATCCACNNNNNNNNNNTTTTTTTTTITTTTITTIITITITITITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATCCTGNNNNNNNNNNTTTTTTTTTTITTTITTTITTITITITTTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATCGTCNNNNNNNNNNTTTTTTTTTTIITTTITTTITTITITTTITTTITVN

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATGACCNNNNNNNNNNTTTTTTITTTITTITITTITIITTIITTTITTTIIVN

E1
E2
E3
E4
E5
E6
E7
E8
E9

E10

E11

E12
F1
F2
F3
Fa4
F5
F6
F7
F8
F9

F10

F11

F12
G1
G2
G3
G4
G5
G6
G7
G8
G9

G10

G11

G12
H1
H2
H3
Ha
H5
H6
H7
H8
HY

H10

H11

H12

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATGCTCNNNNNNNNNNTTTTTTTTTTIITTTITTITTITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATGGTGNNNNNNNNNNTTTTTTTTTTTIITTIITITITITITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATTCCGNNNNNNNNNNTTTTTTTTTTITTTITTTITTITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATTGCCNNNNNNNNNNTTTTTTTTTITTTTITTITITTITITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAACACNNNNNNNNNNTTTTTTTTTITTTITTTITITTITITTITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAACGTNNNNNNNNNNTTTTTTITTTITTITITTTITITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAAGAGNNNNNNNNNNTTTTTTTTTITTTTITTTITTITITTTITTTITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAAGTCNNNNNNNNNNTTTTTTITTTITTITITITITITITTTITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCACAACNNNNNNNNNNTTTTTTTITTITTITITTITITTITITTTITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCACGTTNNNNNNNNNNTTTTTTITTIITTITITTITITTITITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCACTTGNNNNNNNNNNTTTTTTTTTITTTTITTIITTITITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAGATCNNNNNNNNNNTTTTTTITTTITTITITITIITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAGGTANNNNNNNNNNTTTTTTITTTTTTITTTITTTITTTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAGTGTNNNNNNNNNNTTTTTTTITTITTTITTTITTTITTTTITTTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCATAGCNNNNNNNNNNTTTTTTITTTITTITITTITITTITITTTITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCATCGANNNNNNNNNNTTTTTTTTTTITTITITTTITITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCATGACNNNNNNNNNNTTTTTTTTTTITTITITTTITTTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCATGTGNNNNNNNNNNTTTTTTTITTTITTTITTTITITTITTTITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCAAGANNNNNNNNNNTTTTTTTITTTIITTIITTITITITITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCAGTANNNNNNNNNNTTTTTTTTTTITTTITTTITTTITITITITIVN
/5BiOSg/ACACTCTTrCCCTACACGACGCTCTTCCGATCTCCATTCNNNNNNNNNNI TTTITTTTTITITITITTITTITITTITITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCCATANNNNNNNNNNTTTTTTTTTITTTTITTIITITITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCGAAANNNNNNNNNNTTTTTTTTTITTITITTITIITTITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCGTTANNNNNNNNNNTTTTTTTTTTIITTTITTTITTITITTTITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTACANNNNNNNNNNTTTTTTTITTITITTITTTITTTIITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTGTTNNNNNNNNNNTTTTTTTITTTTTTITTTTITTITITTITITITVN
/5BiOSg/ACACTCTTrCCCTACACGACGCTCWCCGATCTCGAAAGNNNNNNNNNNI TTTITTTITTTTTTTITTTITITITTITTTITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGAATCNNNNNNNNNNTTTTTTTTTTITTITITTTITTITTTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGAGATNNNNNNNNNNTTTTTTITTTTTITITTTITITTITITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGATCANNNNNNNNNNTTTTTTTTTTITTTITTTITTTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGCTAANNNNNNNNNNTTTTTTITTTITTITITTITITTIITTTITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGGATANNNNNNNNNNTTTTTTITTTTTTITTTITTTITITTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTAGTNNNNNNNNNNTTTTTTTITTITTITITTTITTTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTCATNNNNNNNNNNTTTTTTTTTTIITTTITTITTITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTTGANNNNNNNNNNTTTTTTTITTIITTITITTITIITTITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTAACGNNNNNNNNNNTTTTTTTTTTITTTITTTITTTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTACAGNNNNNNNNNNTTTTTTITTTITTITITTITITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTACGANNNNNNNNNNTTTTTTITTTITTITITTTIITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTAGACNNNNNNNNNNTTTTTTITTTITTITITTTITTTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTATGGNNNNNNNNNNTTTTTTTITTITTTITTTITTTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTCATCNNNNNNNNNNTTTTTTTTTTITTTITTTITTITTTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTCGATNNNNNNNNNNTTTTTTTITTTITTTITTTTIITTIITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTCTGTNNNNNNNNNNTTTTTTTTTTTTTTITTTTITTITITTTITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTGAGANNNNNNNNNNTTTTTTITITIITITTIITITITTITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTGGAANNNNNNNNNNTTTTTTITTTITTTITTITTTITITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTGTCTNNNNNNNNNNTTTTTTTTTTTTTTITTTTITTITITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTTACCNNNNNNNNNNTTTTTTTTTTTITTTITTTTIITTITITTITITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTTCACNNNNNNNNNNTTTTTTTTTTITITTTITTTITTTIITTITITITVN



Supplementary Table 5. tSCRB Barcoded Oligo-dT Primer Plate v2

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTJI(7)N(9)T(30)VN

/5Biosg/ denotes a 5’ biotin; J denotes a nucleic acid part of the cellular barcode; N denotes a random nucleic acid part of the unique molecular identifier; V denotes A or C or G; IDT Ultramer Plate;
Standard desalting

Al
A2
A3
A4
A5
A6
A7
A8
A9
A10
All
A12
B1
B2
B3
B4
B5
B6
B7
B8
B9
B10
B11
B12
C1
c2
Cc3
ca
C5
C6
Cc7
Cc8
Cc9
C10
C11
C12
D1
D2
D3
D4
D5
D6
D7
D8
D9
D10
D11
D12

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGCTTTCNNNNNNNNNTTTTTTTTTITTITITTTIITTITITTITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCATCTGCNNNNNNNNNTTTTTTTTTITTTTTTTITTTITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGTCACANNNNNNNNNTTTTTTTITTTIITTITITITTITIITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGCTGCTTNNNNNNNNNTTTITTITITTITTITTIITITTITITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACTGTTGNNNNNNNNNTTTTTTTTTTITTITITITTITITITITTITTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACACTGANNNNNNNNNTTTTTTTTTTITTTITTTITITTITTTTITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGACGAANNNNNNNNNTTTTTTTITTITTTITTTITIITTITITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGCACGTNNNNNNNNNTTTTTTTTTTITTTITTTITTTITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCACAAGCNNNNNNNNNTTTTTTTTTITTITTTITTTTITTTTIITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTATGACNNNNNNNNNTTTTTTTITTTITTITTTTITTTIITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGAGCTCNNNNNNNNNTTTTTTTTTITTTITTITTTITITITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGGGTGTNNNNNNNNNTTTTTTTTTITTTTTTTIITITITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAATGCGNNNNNNNNNTTTTTTTITTTIITTITITITTITIITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGAAGCGTNNNNNNNNNTTTTTTTTTIITTTITTITTTITITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGCCATATNNNNNNNNNTTTTTTTTTTTTITTTITTTITITITTTITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATGCATGNNNNNNNNNTTTTTTTITTTITTITTTTITTTIITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTCGGACANNNNNNNNNTTTTTITTTITTITTTITTTITTTIITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGATCCACNNNNNNNNNTTTTTTTTTITTTITITTIITTITITITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGGTATANNNNNNNNNTTTTTTTITTTITTTITTTTITTTIITTTITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACAGGCANNNNNNNNNTTTTTITTTITTITITTITTTITITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTAATGGNNNNNNNNNTTTTTTTTTTTTITTIITTITITITITTTITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGCTTANNNNNNNNNTTTTTTTITTTITTITTTTITTTITTTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGGCAAANNNNNNNNNTTTTTTTTTITTTTTTTITTITITTTITTTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTGAGACNNNNNNNNNTTTTTITTTITTIITTITTTTITTTTIITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATACACCNNNNNNNNNTTTTTTTTTTTTTTTIITTTITTITTTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTAACGNNNNNNNNNTTTTTITTTITTITTTITTTTITTTITIITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGACAGAGNNNNNNNNNTTTTTTTTITTTTTTTITTITITTTITTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAAGAGCNNNNNNNNNTTTTTTITTTITTITTTITITTITTTITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGATTTCCNNNNNNNNNTTTTTTTTTTTTITTTITTTITITTITTTTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTCACAGNNNNNNNNNTTTTTTTTTTTITTTITTTTIITTITITTIITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGAACCTANNNNNNNNNTTTTTTTTTTTITTTITTTTITTTITTTTITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTGGATCNNNNNNNNNTTTTTTTTITTITITTITITTITITTTITTTITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTCTCACTNNNNNNNNNTTTTTTTITITTITITTITITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGAGGGAANNNNNNNNNTTTTTTTTITTITTTITTTITITIITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTGGCATNNNNNNNNNTTTTTTTTTITTTTTTTITTITITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGAAGATNNNNNNNNNTTTTTTTITTTTTIITTITITITITTIITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTACATCGNNNNNNNNNTTTTTTTTTTTTTTTITTTITTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTCTCGTGNNNNNNNNNTTTTTTTTTITTTTITTITITTITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCATCGAGNNNNNNNNNTTTTTITTITITTIITITTIITITTITITTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGGATCTNNNNNNNNNTTTTTITTTITTTITTITTTITITITTTTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAGTCATNNNNNNNNNTTTTTTTTTTTITTTTIITTTITITITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATGAGGANNNNNNNNNTTTTTTTTTTTTTTIITTTITITITITITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTAAGANNNNNNNNNTTTTTTTITTITTTITTITITTITIITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCCGAAANNNNNNNNNTTTTTTTTTITTITTTITTTTITTTTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTTGTGCNNNNNNNNNTTTTTTTTTITTTITTTTIITTITITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTATCCGTNNNNNNNNNTTTTTTTTTTTTITTITITTTITITITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTTCACNNNNNNNNNTTTTTTTTTIITTITIITTITTTITITIITTITITVN

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCATAGCANNNNNNNNNTTTTTTTTTTTTTTITTTTITTIITTITITITVN

E1
E2
E3
E4
£S5
E6
E7
]
E9

E10

E11

E12
F1
F2
F3
Fa
F5
F6
F7
F8
F9

F10

F11

F12
Gl
G2

G4
G5
G6
G7
G8
G9
G10
G11
G12

H2
H3
H4
H5
H6
H7
H8
H9
H10
H11
H12

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGTCAGNNNNNNNNNTTTTTTITTITTITITTITITITTITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTACCGANNNNNNNNNTTTTTTTTTTITTTTITTITTITITTTITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGTTCTGNNNNNNNNNTTTTTTTTTITTTIITTITITTTTIITTIITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACCATTCNNNNNNNNNTTTTTTTTTTITTIITITITTITITTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCCTCTTNNNNNNNNNTTTTTTTTTTITTIITITITTIITTTTTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGACACTNNNNNNNNNTTTTTTTTTITTTTTTTITTTITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATAGCCGNNNNNNNNNTTTTTITTTITTITTTTITTTITITTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGTTCGCNNNNNNNNNTTTTTTTTTTITTTITTTITTTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGAGTAACNNNNNNNNNTTTTTTTTTTTTTTITTTITITITTTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCGATAGNNNNNNNNNTTTTTTTTTITTTTTTITITTITITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGAAGCCNNNNNNNNNTTTTTTTTTITTITTTTITTITITITTTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTCCGACNNNNNNNNNTTTTTTITTTIITTTITTITITTITITTTIITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAAGACTNNNNNNNNNTTTTTTTTTTTITTITITITTTIITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACGGGATNNNNNNNNNTTTTTTITTITTITITTITITTITITITTTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAACGGTTNNNNNNNNNTTTTTTTITTTTTTITTTTITTITITTTIITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTACGCCTNNNNNNNNNTTTTTTTTTITTTTITTIITTITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCACCATGNNNNNNNNNTTTTTTTTTITTTTITTIITTITITITITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGAGGTTNNNNNNNNNTTTTTITTTITTTITTTITITTITIITTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTCTGGANNNNNNNNNTTTTTTTTTTTTITTIITTITITITITTTITTTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGATTCGNNNNNNNNNTTTTTTTTITITTTITTTITTTTIITTITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTTTGCGNNNNNNNNNTTTTTTITTTITTITITTTIITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCACACANNNNNNNNNTTTTTTITTTITTTTITTIITITITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTTTGGNNNNNNNNNTTTTTTTTTTITTTITTTITTTITTTITTTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACTACGTNNNNNNNNNTTTTTTTTTTTTITTIITTITITITITTITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTCAACTCNNNNNNNNNTTTTTTTTTITTITTTITTTITITTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGCAATCANNNNNNNNNTTTTTTTTTTTITTTITTTITIITTITITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGTGTTNNNNNNNNNTTTTTTTTTITTTTTITITTTITITITITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCACGCTANNNNNNNNNTTTTTTTTTITTTTITTIITTITITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGACGATCNNNNNNNNNTTTTTTTTTITTTTTTTITTTITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGACTCGANNNNNNNNNTTTTTITTTITTTIITTITITTITITTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGCTACTNNNNNNNNNTTTTTTTTTTTTTTITTITTTITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTGCAANNNNNNNNNTTTTTITTTITTTITTITIITTITITTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTGTAGANNNNNNNNNTTTTTTTTTTITTITITTITTITTITTITTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACGTAGGNNNNNNNNNTTTTTTITTITTTITTTITTTITITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTTGGANNNNNNNNNTTTTTTTTTITTTITTTTITTITITTITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTAGGAGNNNNNNNNNTTTTTTTTITTTITTIITTITITITITTITIITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGTGAAGNNNNNNNNNTTTTTTTTTTTTTTTITTITITTITITTTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGCTCCANNNNNNNNNTTTTTTTTTITTTTTTTIITTITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGCATGANNNNNNNNNTTTTTTITTTITTTITTTIITTITTTTITTTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTGTTCNNNNNNNNNTTTTTTTTTITTTTITTITTITITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAGGAAGNNNNNNNNNTTTTTTTTTTTTTITTTTITTITITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTCTTCCNNNNNNNNNTTTTTTTTTTTTTITTIITTITITTTTITTTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGGTACCNNNNNNNNNTTTTTTTTTTITTTITITITTITITTTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGAAAGGNNNNNNNNNTTTTTTTTTTTTTITTTTITTITITTITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACGCAACNNNNNNNNNTTTTTTITTITTTITTITITTITITTIITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGTCGGTNNNNNNNNNTTTTTTTTTITTTTTTTIITTITITTITTITTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTCCCTAANNNNNNNNNTTTTTTTITIITTITTITIITTITTTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAAACGGNNNNNNNNNTTTTTTTTTITTTITTTITTTITITTITTTIITVN



Supplementary Table 6. tSCRB Barcoded Oligo-dT Primer Plate v3

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTJI(7)N(9)T(30)VN

/5Biosg/ denotes a 5’ biotin; J denotes a nucleic acid part of the cellular barcode; N denotes a random nucleic acid part of the unique molecular identifier; V denotes A or C or G; IDT Ultramer Plate;
Standard desalting

Al
A2
A3
A4
A5
A6
A7
A8
A9
A10
All
A12
B1
B2
B3
B4
B5
B6
B7
B8
B9
B10
B11
B12
C1
c2
c3
C4
c5
[¢3)
Cc7
c8
(o]
C10
C11
C12
D1
D2
D3
D4
D5
D6
D7
D8
D9
D10
D11
D12

/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAACTTGGNNNNNNNNNTTTTTTTTTTTTTTTIITTTITTTITTTITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCATCTGCNNNNNNNNNTTTTTTITTTITTTITTITTTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGTCACANNNNNNNNNTTTTTTTTTTTITTTITTTTTTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGCTGCTTNNNNNNNNNTTTTTTTTTIITTITITTIITTITITITITITIIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACTGTTGNNNNNNNNNTTTTTTTTTTTTITTTITTITTITTTTITITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACACTGANNNNNNNNNTTTTTTTTTTTTIITTITITTITTITITTTITITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGACGAANNNNNNNNNTTTTTTTTTTITTTITTTITTTITITITTTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGCACGTNNNNNNNNNTTTTTTTTITTITITTITTITTIITITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCACAAGCNNNNNNNNNTTTTTTTTTITTITTITITTTTITTTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTATGACNNNNNNNNNTTTTTTTITTTITTTTIITTITITITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGAGCTCNNNNNNNNNTTTTTTTTTITTTTTTTITTITITTITTITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTAAGGTNNNNNNNNNTTTTTTTITTTITTTTIITTITITITITTITITTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAATGCGNNNNNNNNNTTTTTTTTTTITTTITTTITTTTITTTITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGAAGCGTNNNNNNNNNTTTTTTTTITTTTTTTITTITITTITITTTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGCCATATNNNNNNNNNTTTTTTTITTTITTITTTITTTIITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATGCATGNNNNNNNNNTTTTTTTTTTTIITTITITTITTITTTTITITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTCGGACANNNNNNNNNTTTTTTTTTITTTTTTTITTTITTITTTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGATCCACNNNNNNNNNTTTTTTTTTITTTITTITTITTTTTTTIITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGGTATANNNNNNNNNTTTTTTTTTTTTITTTIITTITITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACAGGCANNNNNNNNNTTTTTTTTITTTTTTTITTITITTITITTTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTAATGGNNNNNNNNNTTTTTTTTTTTTTTITTTTITTTITTTITITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGCTTANNNNNNNNNTTTTTTTITTTITTTIITTITITITITTITIITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGGCAAANNNNNNNNNTTTTTTTTITTTIITITTTTITTTITTTITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTGAGACNNNNNNNNNTTTTTTTTTITTTTTTTITTTITTITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATACACCNNNNNNNNNTTTTTTTITTITITTITITITITIITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTAACGNNNNNNNNNTTTTTTTTTITTITTTTTITITITTITITTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGACAGAGNNNNNNNNNTTTTTTTTITTTITTITTTTITTTTITTITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAAGAGCNNNNNNNNNTTTTTTTTTTTITTTIITTITITITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGATTTCCNNNNNNNNNTTTTTTTITTTITTTIITTITIITTITITTIITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTCACAGNNNNNNNNNTTTTTTTTTTTTTTITTTTITTTITTTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGAACCTANNNNNNNNNTTTTTTTTTITTITITTIITTITTITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTGGATCNNNNNNNNNTTTTTTTTTTTTITTITITTITTITITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTCTCACTNNNNNNNNNTTTTTTTTTTTTITTITITTTITITITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGAGGGAANNNNNNNNNTTTTTTTTITTTTITTITTTITTTITTTITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTGGCATNNNNNNNNNTTTTTTITTITTTITTTIITTITITTITITTIITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGAAGATNNNNNNNNNTTTTTTTTITTITTTTTTTITTTTIITTITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTACATCGNNNNNNNNNTTTTTTTTTITTIITITIITITITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTCTCGTGNNNNNNNNNTTTTTTTTTTITTTITTTITTITITITITIVN
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/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGGATCTNNNNNNNNNTTTTTTTTTTITTTTITTITTTITTTITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAGTCATNNNNNNNNNTTTTTTTITTTITTTITITTITTTITIITTIITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATGAGGANNNNNNNNNTTTTTTTTTTTIITTITITTITTTITTTTITTTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTAAGANNNNNNNNNTTTTTTTTTTTITTTTIITTITITTITITTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCCGAAANNNNNNNNNTTTTTTTTTITTITTTITTTTITTTTIITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTTGTGCNNNNNNNNNTTTTTTTTITTTITTITITTITTITITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTATCCGTNNNNNNNNNTTTTTTTTTTTTTTTITTTITITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTTCACNNNNNNNNNTTTTTTTTTITTTTIITTITTITITTTITTTITVN
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/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGTCAGNNNNNNNNNTTTTTTTTTITTTTITTITITTITITTTITTTITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCTACCGANNNNNNNNNTTTTTTTTITITTTIITTITITTTITTTTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGTTCTGNNNNNNNNNTTTTTTTTTITTITTITITTTITITITITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACCATTCNNNNNNNNNTTTTTTTTITTITITTIITTITITTTITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCCTCTTNNNNNNNNNTTTTTTTTTTITTITITTTITITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGACACTNNNNNNNNNTTTTTITTTITTTTIITTIITTITITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTATAGCCGNNNNNNNNNTTTTTTTTTTITTTITTITTTITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGTTCGCNNNNNNNNNTTTTTTITITTITITTITITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGAGTAACNNNNNNNNNTTTTTTTITTITTITITTTIITTITTTITTTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCGATAGNNNNNNNNNTTTTTTITTTITTITITTITITTTITITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGAAGCCNNNNNNNNNTTTTTTTTTITTTTITTIITTITITTTIITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTGGTANNNNNNNNNTTTTTTITTITTTITITTIITTITITTITITTITITVN
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/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACGGGATNNNNNNNNNTTTTTTTTITTTTITTIITTITITTTITITTITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAACGGTTNNNNNNNNNTTTTTTTTTTTTITTIITTITITITITTITITTIVN
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/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTCTGGANNNNNNNNNTTTTTTTTTITTTITTITITTITIITTITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGATTCGNNNNNNNNNTTTTTTTTTITTTTITTIITTITITTTIITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTTTGCGNNNNNNNNNTTTTTTTTTITTTTITTITTITITITTITTTIIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCACACANNNNNNNNNTTTTTTTTTIITTITTTITITTTITITITTTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTTTGGNNNNNNNNNTTTTTTTTTTIITTITITTITIITTITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACTACGTNNNNNNNNNTTTTTTTTTTTTTTTITTTTITTTTTTITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTCAACTCNNNNNNNNNTTTTTTTTITTITITTIITTITITITITTITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGCAATCANNNNNNNNNTTTTTTTTTTTTITTIITTITITITITTITIITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGGTGTTNNNNNNNNNTTTTTTTTTTTTITTTITTTITTITITITITTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCACGCTANNNNNNNNNTTTTTTTTTITTITTTTITTITITTIITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGACGATCNNNNNNNNNTTTTTITTTITTTTITTTIITTITITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGACTCGANNNNNNNNNTTTTTTTTTTITTTITTTITTTITTTITTTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGCTACTNNNNNNNNNTTTTTTITTITTITTITITTIITITITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTGCAANNNNNNNNNTTTTTITTTITTTTITTIITTITITITIITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGTGTAGANNNNNNNNNTTTTTTTTTTITTTITTTITTTIITITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACGTAGGNNNNNNNNNTTTTTTTTITTTTITTTITTITITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTTGGANNNNNNNNNTTTTTTTTTITTTTIITTIITTITITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTAGGAGNNNNNNNNNTTTTTTTTTTTTTTITTTTITTTITTITITTTVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGTGAAGNNNNNNNNNTTTTTTTTTITTITITTIITTITTITITTITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGCTCCANNNNNNNNNTTTTTTITTTITTITITTTIITTITTTITTTIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTGGCATGANNNNNNNNNTTTTTTTTITTTTITTIITTITITTITITITTITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCGTGTTCNNNNNNNNNTTTTTTTITTTITTTITTTTITTTITTTTITTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAAGGAAGNNNNNNNNNTTTTTTTTTTTITTIITTITITITITTITITITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTTCTTCCNNNNNNNNNTTTTTITTITTIITTIITTITITTITIITITITITIVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTTGGTACCNNNNNNNNNTTTTTTITTTITTITITTITITTITITITITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTAGAAAGGNNNNNNNNNTTTTTTTTTTTITTTITTITITITITTTITTTITVN
/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTACGCAACNNNNNNNNNTTTTTTTTTITTIITTITITTITTTITITITITVN
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/5Biosg/ACACTCTTTCCCTACACGACGCTCTTCCGATCTCAAACGGNNNNNNNNNTTTTTTTTITTTTITTIITTITITTITITTIITIVN



