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Figure. Genetic affinity between SARS-CoV-2 and Ilow pathogenic human
coronaviruses (LPH-CoV). (A) Phylogenetic tree based on reference genomes of SARS-
CoV-2 (Genbank: MN908947), SARS-CoV (AY278488), MERS-CoV (KJ813439), OC43
(KX344031), 229E (KY369908), NL63 (MK334046) and HKU1 (KT779555). (B) Sequence
similarities of the common viral proteins between SARS-CoV-2 and SARS-CoV, MERS-CoV
or LPH-CoV (229E, NL63, OC43 or HKU1). The polyprotein 1AB, and spike (S), membrane
(M), envelop (E) and nucleocapsid (N) proteins are indicated.



