Supplemental Table 5. i lated by TR

No [Term Count[P
1 [GO:6614__[SRP-dependent protein targeling (o membrane 5 [ <

2 [GO:19083 _|viral transcription 7 [<

3 [GO®6413 fonal intiation <

4 [GO:184 | nuclear-transcribed mRNA catabolic process, nonsense-mediated deca) <01

5 [GO®6412_[ranslation <01

6 [GO:6364 _|RNA processing <01

7 [GO51301 _cell division <0

8 [GO:9813 _[flavonoid biosynihelic process =

5 [GO:7067 _|mitotic nuclear division 54| <

10 [GO:30574__|collagen catabolc process. <

11 [GO:7155__cell adhesion <

12 [GO:52696 _[flavonoid glucuronidation <01

13 [GO:7062___[sister chromatid cohesion <0.

14 [G0:2227 _[innale immune response in mucosa <01

15 [GO:30198__extracellular malrix organization <0

16 [GO:30199 _|collagen fibr organization =

17 [G0:52695 cellular =

18 [GO:2181 ioplasmic translation <

19 [GO:19731 ial humoral response <

20 [G0:19433 _|riglyceride catabolic process <01

21 [GO:6805__[enobiotic metabolc process <01

22 [GO:50830 _|defense response (o Gram-positive bacterium <0

23 [GO:35987 _[endodermal cell <0

24 [GO:7018__[microtubule-based movement =

25 [G0:22617 _extracellular matrix disassembly =

26 [G0:42493 _response to dru <
27[G0:9235__|cobalamin metabolic process <

28 [GO:7411__[axon guidance <01

29 [GO:8283 ol proferation <01

30 [GO:55114__oxidation-reduction process <0.

31[G0:86 (G2/M transition of mitotic cell cycle 25| <0

32 [GO:7019__[microlubule =

33 [G0:42355__|L-fucose catabolic process

34 [GO:7080__[mitotic metaphase plate congression 1

35 [GO:36065__|fucosylation

36 [GO:46777 _|protein 2

37 [GO51310__|metaphase plate congression

38 [GO:6534__[cysteine metabolic process

39 [GO:970 _oylokinesis 1

40[G0:281 __|mitoic cytokinesis

41[GO97471

42[GO:6024 biosynthetic process

43[GO:7586__|digestion z

44GO:1822__|Kidney development 7

5 G082 (G1/S transilion of mitotc cell cycle

46 [GO:8202__sterold metabolic process

476016334 assembl

48GO:1558 _|reguiation of cell growth

49 [GO:6508 _|proteolysis

50 [GO: 1601 __|skeletal system

51(G0:28 ibosomal smal subunit assembh

52 [GO:9116__|nucleoside metabolic process

53 [GO:70 mitotic sister chromatid segregation

54 [G0:42273__|ribosomal large subunit biogenesr

55 [GO:31110__regulation of microtubule v

56 [GO:31638__[zymogen activation

57 [GO:71243 cellular response to arsenic-containing substance

58 [GO:32365__response to estradiol

59 [GO:7059 i

60 [GO:8152__[metabolic process

61 [GO:7076 ation

62 [GO:9165 _[nucleolide biosynthelic process

63 [G0:42026 _|protein refolding

64 [GO:31069__[nair folfcle

65 [GO:55015_|ventricular cardi cel

66 [GO:34501 _protein localzation to kinetochore

67 [GO:32526 _response to retinoic ack

68 [GO:31397 _[negaive regulation of protein

65 [GO:6749 _[glutathione metabolic process

70 [GO:16477 _cell migration

71 [GO:70301 _|celular response (o hydrogen peroxide

72 [GO5975 metabolic process

73 [GO:19800 | peplide cross-linking via chondrotin 4-sulfate

74 |GO:38063 _|collagen-aciivated tyrosine kinase receplor signaling pathway

75 [GO:32873__|negative regulation of stress-activated MAPK cascade

76 [GO:187__[activation of MAPK activity 7

77 [GO:51726 _regulation of cell cycle. 2

78 [GO:21915_[neural tube

75 [GO:45786 _[negaive regulation of cell cycie

80[GO:90102 _|cochiea

81[G0:6695__|cholesterol biosynthetic process

82 [GO:16042_|lipid catabolic process.

83 [GO:48846__|axon extension involved i axon guidance

84GO:43616_|keratinocyte prolferation

85 [GO:307! foskeleton-dependent intracelular transport

86 [GO:608: Signaling pathway involved in dorsallventral neural tbe patterning

87[GO:51782_|negalive reguiation of cell division

85 [GO:60426 _|lung epithelium

89 [GO:48146 _[positive regulation of fioroblast profferation T

50G0:7093 _|mitotic cell cycle checkpoint

51 [GO:9611__|response to wounding

92 [GO:7346__|reguiation of mitotic cel cycle

93 [GO:70295 _|renal water absorption

94 [GO:15732 ransport

55 [GO:6568 | tryplophan metabolic process

56 [GO:21513 |spinal cord patteming

57]GO:1503__ossification ia

95 [GO:42060 _|wound healing 14

99 [G0:19372 pathwa,

100[G0:6312__|mitotic recombination

101[GO:50872__|white fat cell differentiation

102[G0:6810 _|transpor

103]GO:6468__[protei

104[GO:7605 _|sensory perception of sound

105[GO:51384__|response to

106[GO:43588

107[GO: 19370 _|leukotriene biosynihetic process

108]GO:6801__|superoxide metabolic process

109[G0:7094__|mitotic spindle assembly checkpoint

110[GO: 15889 _|cobalamin transport

111]GO51256 | miloli spindle midzone assembly

112G0:45740 _|posilive regulation of DNA replicaion

113]G0:70208_[protein

114[GO:6641__|triglyceride metabolic process

115[G0:1890 _|placenta

116{GO:6865 _[amino acid transport

117[GO:9612__|response to mechanical stimuius

118[G0:1569 _|patterning of blood vessels 7

119]G0:27 bosomal large subunit assembL 3

120]GO:9636__|response fo toxic substance 14

121]G0:30177 _|positive regulation of Wn signaling pathway

122[GO:6879__|cellular iron fon homeostasis.

123[G0:1843 _|neural tube closure.

124[GO: 15671 _[oxygen transport

125G0:30214__|hyaluronan catabollc process.

126[G0:48008__|platelel-derived growth faclor receplor signaiing pathway

127(G0:45922 | negalive regulation of fatly acid melabolic process

128[G0:52697

125]GO:7614__[short-term memory

130[GO:463 __|maturation of LSU-rRNA from tricistronic rRNA transcript (SSU-TRNA, 5.85 rRNA, LSU-TRNA)

131[G0:1502 lag: 963
132[GO:43687__|post-transiational protein modification 963
133[GO:31577 _|spindle checkpoint 830 [54.715
134[GO:51409 _|response o nilrosalive stress 830 [54.715
135]G0:70370_[cellular heat acclimation 830 [54.715
136[G0:97490 neuron projection extension 830 [547
137[GO:7000 __|nudleolus organization 830 |54715
138[GO:90521 _|glomerlar visceral epithelial cell migration 830 [54.71
139[GO:97491 ic neuron projection guidance 830 (54715
140[GO: 1902285 [semaphorin-plexin signaling pathway involved in neuron projection guidance 830 _[54.715
141[GO:45607__|regulation of auditory receptor cell differentiation 830 [54.715
142[G0:320 __|re-eniry into mifotic cell cycle 830 [54.715
143]G0:2001205 |negalive regulation of osteociast 830 [54.715
144[G0:44331 _|cell-cell adhesion mediated by cadherin 830 [547
145[GO:36486__|ventral trunk neural crest cell migration 830 (54715
146[GO:9582 _|detection of 830 [54.715
147[GO:44757 _|response to human chorionic 830 (54715
148[GO:60395__[SMAD protein signal transduction 1 845|569
145]G0:7052__|milotic spindie organization 7 844_[57.1
150[G0:6730 _[one-carbon metabolic process 7 844 [57.184
151{G0:42364__|cillum assembly 848 [56.052
152[G0:42157 _|ipoprotein metabolic process. 851 [68.720
153]G0:7051 _[spindle organization 851 [59.008
154[GO:8209 _[androgen 851 [59.008
155(G0:42274__|ribosomal small subunit biogenesis 851 (59008
156GO:48566__|embryonic digestive tract development 851 (50008
157(GO:48754 _[branching of an epithelial tube 850 (60324
158(GO:83 reguiation of transcription involved in G1/S ransilion of miolic Gell cycle 850 [59.324
159/G0:51439 _|regulation of ubiquilin-prolein ligase activily involved in milolic cell cycle 850 [50.324
160{G0:43252 _|sodium-independent organic anion ransport 850 [50.324
161[GO:7399 _|nervous system 854 [60.113




