(B) Chromatin structure and dynamics

(C) Energy production and conversion

(D) Cell cycle control, cell division, chromosome partitioning
(E) Amino acid transport and metabolism

(F) Nucleotide transport and metabolism

(G) Carbohydrate transport and metabolism

(H) Coenzyme transport and metabolism

(I) Lipid transport and metabolism

(J) Translation, ribosomal structure and biogenesis

(K) Transcription

(L) Replication, recombination and repair

(M) Cell wall/membrane/envelope biogenesis

(N) Cell motility

(O) Posttranslational modification, protein turnover, chaperones
(P) Inorganic ion transport and metabolism

(Q) Secondary metabolites biosynthesis, transport and catabolism
(R) General function prediction only

(S) Function unknown

(T) Signal transduction mechanisms

(U) Intracellular trafficking, secretion, and vesicular transport
(V) Defense mechanisms

(X) Mobilome: prophages, transposons

COG categories

B SGAir0260

B SGAIir0263

182 182
S5 S5
317 318
112 113
217 217
180 181
150 150
277 277
29 332
150 153
212 215
41 42
117 121
188 188
82 82
190 190
149 150
202 203
28 30
109 108
101 101
0 175 350 525 700

Conserved domains found

Additional File 6. Horizontal bar chart showing COG categories and number of conserved domains found for

cach category in the genomes of Bacillus cereus strains SGAir0260 (total number of genes assigned to COG

groups = 3389) and SGAIir0263 (3409). The number of identified conserved domains is shown inside each bar.



