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Supplement Figure.S2
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Supplement Figure.S3
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B) ALI culture model
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C) 3D organoid formation assay
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Supplement Figure.S4

NOTCH1 mRNA sequence

1 9568
(5') (3')
NOTCH1 (161) CCGCCGCCGCCCC (173)
LETEEEE THEE

TINCR motifl (19) GGCGGCGTCGGGG (7)

- \

NOTCH1 (5109) TCTTCCCCTACT (5120) NOTCH1 (7600) GGGCCCCAGCAG (7611)

LELEEEETE 1 LEEE THEEET
TINCR motif4 (14) AGAAGGGGAGGA (3) TINCR motif2 (18) CCCGAGGTCGTC (7)

NOTCH1

(7120) GGGCTCCAGCAG (7131)
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Supplement Figure.S5
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Supplement Figure.S6
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Supplement Figure.S7
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Supplement Figure.S8
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