Supplementary Figure 1

A Occurence of amino acids on the X and Y positions of the collagenous domains
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Supplementary Figure 2

Sequence logo of the N-terminal region of cuticular collagens

3

2
52-

14

si
vl
£l
zL
1
oL
6
g
L
9
s
v
€
4
L
1
o

651
8S1
151
951
SS1
Sl
€S1
(413
2413
0st
(347
143
A%
k147
14
1443
evl
(443
343
(47

(4417




Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6

1OtCOL-50 — ' SN NN SIS/
B cOL-35 — g 10 guly O 3 11 g 6 g 11 ey
D2 oLst l—1 A - 10 8 1 o/ ve /s
B3 COL-69 — BN ¢ SN S
D4 I - AR V- ———
COL-103 * 7
D5 0/ - — 11 7 V- —
COL-116
D6 s 10 oo 8 10 8 12 —
COL-52
D7 . - 12 8 P ——
COL-7, 62, 80
D8 L s 10 10 9 S 12 —
COL-177
D9 L i 10 iy 7 g 10 g 9 4 12 Qo
COL-83
D10 H N — 9 10 S 12 —
COL-12, 13, 68, 101, 137, 159, 160 .
D11 I i - — 11 9 P —
COL-36
D12 L I — 11 S 12 —
COL-40, 85 H
D13 —i - — 10 6 (FE —
COL-44, 185
D14 —-—1— - ) 11 6 13 f—
COL-86 7
D15 i 7 10 8 13 —
COL-42
D16 COL2 — i - — 10 9 (EE —
D17 —i - — - 9 9 14 —

COL-98



Supplementary Figure 7
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Supplementary Figure 8
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Supplementary Figure 9
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Name | Sequence

AT55 | CCCATCTCGTCCATCTCTTCC

AT56 | GGAGTGACAGTAACCTGAATGTCC
AT59 | ACGCTTTTGACGGAAGACAG

AT60 | CACAGATTATTCTCAAATGCCGTC
AT64 | GCAACCAAGAAGCAGTATGC

Name

Sequencing result

Al

TTGGAGATTGGTCTCGTGAGAAAATTAATGATACTCAGCATGTGCTTCAGACAAAAGTTTATATTCCGGAGCCACCGGTTTCCATTGA
CGGGAAGAAAGTGTTAGTTCTTTAACAAGTTTTCTGTTGGTTGTGGTTGCTTAGGAAGAAACGCATTATCTTGACCGGATGAGCTACT
TTGAATAGAAGTCTCATCGAATTACAGAAATAAAAATATATGCTGATTTCTTTCAGAAAATGCAACTACATTGGTCGCATTCTTGGTCC
ATCAGGAATGTCTGCAAGAATGATTGAAAATCAATATGATGTTACTCTTCTTATTCGTGGAGCCGGATCTGTCAGAAACAAGGCAATG
GATGAAAGAGTGAGGAAGAGAAATGAACACTTGGAGGAGCCCCTTCACGTTCTTCTTATTGCAAGACACAATGACAAGACAAAGTTT
GTCTAAATTATAATAATTTCTTTAATACTCACAAAGTTTAGATGTGAGGAGATTCTCAACAAGGCTGCAGAAAAAATTGAAAGTCTTTT
GACTCCAATTCATGATGAGTACAAAATGGATCAATTGGTTAGTTATGCAAAGATGAATGGAACTTATCAGGAAAGACCAAAAAGAAA
AAGCCAATTGGATGAGCAATCCCATAGTAATTATTGGGCTCCACACTGAAAAGAGATGTAGAAGATCCAGAAATTATAAACTTA-
TTGATTCTGCGGATATAAAGGATTTGAATTGATTTGTTACTGAAATCTCAGATAACAATGCCACATGGGGTGTGA

A2

GGGCTGCAGAAAAAAATTGAAAAGTCTTTTTGACTCCAATTTCATGATGAGTACAAAAATGGATCAATTTGGTTTAGGTTATGCAAAA
GATGAAATGGAACTTATCAGGAAAAGACCAAAAAGAAAAAGCCAATTGGATGAGCAATCCCATAGTAATTATTGGGCTCCACACTGA
AAGAGATGTAGAAGATCCAGAAATTATAAACTTATTTGATTCTGCGGATATAAAGGATTTGAATTGATTTGTTACTGAAATCTCAGAT
AACAATGCCACATGGGTGTTGAATTTGTCGAAATCAATAAGACCCTTTACAACGGAAACTGTTTACGAATGATTATACGTTACAACAA
GGACAATACTTCCTGAAAAATAACTTTCTCTGCGCTTCACCCTCGCCTAATTGTGGCTTCTTCCTTTTAATGAGGAAAGTAATGTTTTTA
ACTGAATATTGCTTTACACTCTTCCACCTTATTGCAAAAAAGTGTAGGAGTAACACATTCATAAAGAATGAAGAAAAGATGAGTATAA
AAAGAAAAGAAATACAAGAGAAAAGGTACCATTTCGACATGGAGAAGATTCTTGTAACCATCTCAACTGGAGCTGCATCCATTGCAG
TTTTGGCTGTTCTTTTCACTGTTCCATCTCTCTACAATACCATCAACGAAGTTCATGATCAAGTAAGTTATTCATACAGTTTCAC

C1

GGAGACAGAGTTGAATGGATTGACACGTGGCTTAGTTGGTGGAGTGACAGTAACCTGAATGTCCATCATCTCGGTCCAAGCAGAATC
GGTTTCAACACGGAAAACGGAAACTCCATCAAGAACCTGAAATTAATTAATGTGATGAAGTGAAACTGTATGAATAACTTACTTGATC
ATGAACTTCGTTGATGGTATTGTAGAGAGATGGAACAGTGAAAAGAACAGCCAAAACTGCAATGGATGCAGCTCCAGTTGAGATGGT
TACAAGAATCTTCTCCATGTCGAAATGGTACCTTTTCTCTTGTATTTCTTTTCTTTTTATACTCATCTTTTCTTCATTCTTTATGAATGTGTT
ACTCCTACACTTTTTTGCAATAAGGTGGAAGAGTGTAAAGCAATATTCAGTTAAAAACATTACTTCCTCATTAAAAGGAAGAAGCCAC
AATTAGGCGCGGAAGGTCGGACAGTGGACGTTGTAACCTACAAAAAAGGAAAGCAAGGACAATGCGATTTCCGCAAGACAACAAAT
AAACTTGAATTTATGAACTTTTGGTAGATGGCAAGAGAGAGAGAGAAAGGGTTTAACCTGGCCACAATCCTGTGTTTATTTACTTCTT
GTATCTAGTTAATATGTATGTAGAATATTTTAGCAGATTTTGTATTTGGATTGAAATAAAACATTTTTTATTAATAAAAATTAAAAAGG
GTGATGTTGATTAATATTAGAAAGTTCGGGGAAAAATTGAGAGACAATATCTTTATTAAAAACTGGAGTCAATCTGAATCCATCTGCC
CAATTTTTTTCCAATGGTTTGTTCATTTCATCAGTTGTCATTCCATTTGGACGAAGAAATTCTTCAATTGATTTTGTCATTTCAAGAGGAA
TTTTCGGAAATGATGAGAGTGAATTCGGGCGGTATGGAGATTGGAAAGGACTTGAAT

C2

GGCTTAGTTGGTGGAGTGACAGTAACCTGAATGTCCATCATCTCGGTCCAAGCAGAATCGCGTTTCAACACGGAAAACGGAAACTCC
ATCAAGAACCTGAAATTAATTAATGTGATGAAGTGAAACTGTATGAATAACTTACTTGATCATGAACTTCGTTGATGGTATTGTAGAG
AGATGGAACAGTGAAAAGAACAGCCAAAACTGCAATGGATGCAGCTCCAGTTGAGATGGTTACAAGAATCTTCTCCATGTCGAAATG
GTACCTTTTCTCTTGTATTTCTTTTCTTTTTATACTCATCTTTTCTTCATTCTTTATGAATGTGTTACTCCTACACTTTTTTGCAATAAGGTG
GAAGAGTGTAAAGCAATATTCAGTTAAAAACATTACTTCCTCATTAAAAGGAAGAAGCCACAATTAGGCGCGGAAGGTCGGACAGTG
GACGTTGTAACCTACAAAAAAGGAAAGCAAGGACAATGCGATTTCCGCAAGACAACAAATAAACTTGAATTTATGAACTTTTGGTAG
ATGGCAAGAGAGAGAGAGAAAGGGTTTAACCTGGCCACAATCCTGTGTTTATTTACTTCTTGTATCTAGTTAATATGTATGTAGAATA
TTTTAGCAGATTTTGTATTTGGATTGAAATAAAAACATTTTTTTATTAATAAAAATTAAAAAAGC




