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Anabaena 7120 FACHB-418 cyanobac%%CGKEIDLA 03992
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Lyngbya sp. PCC-8106 GCA 000169095.1%%EAW36953.1
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Prochloron didemni P4-Papua New Guinea GCA 000252485.1%%FOAAIPDN 02280
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Fig S13. Gene trees of gene families that have undergone HGT with habitat-specific activety. Leaf names
 shown in color are genes found in the HGT inference. Different colors represent various environmental 

sources of sequences, the color code using the same scheme as in Figure 5b.
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