1.00-

0.75-

value
(@]
(@)
o

0.25-

0.00-

Ca-A73
Ca-A88
Ca-A167
Ca-A212
Ca-A54
Ca-A17
Ca-A53
Ca-AT -

Ca-Aklavik86

Canada

Peru

Venezuela

Ca-A52 -
Ca-A44
Ca-A63
Ca-97-30
Ca-97-34
Ca-A46
Ca-A78
Ca-A105

Strains

Ca-Aklavik117

|
— _-
: : : : : I
o ~ o N~ o < 1O = < 0
© — ~ - S © ) N c -
s =T ¥ ¥ ¥ £ 2 3 & %z
e e e i @®
7) ) ) n Q ) S S & Q
i i i i o) i 2l ()
(O] (O] (0] O o ) o ol ] o
o o o o o & & o iy
o ol 0

Suppl. Fig 2. Representation of the ancestry admixture in H. pylori strains from Indigenous American populations, as analysed with chromosome painting.
Each column represents one strain and the colour indicates the proportion of the corresponding ancestry in that genome. The colour code for each subpopulation is shown on the right of the figure. Admixture profiles by country of strains with >10% of Indigenous ancestry.
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