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Supplementary Figure S3: SNP cluster PDS000033428.133 has highly variable AMR gene content
driven partially by ISs in family IS6. The rings, from interiorto exterior, represent pMHMC-004
coverage, pPMHMC-004 presence, andthen in larger groups of rings, pPMHMC-004 AMR gene content
and pMHMC-012 AMR gene content. Clades of interest within this SNP cluster are color coded
directly on the tree and are the same as in Figure 6.



