MAGMA Gene Based Test of

SYMBOL GENE CHR START
HYKK ENSG00000188266 15
EGLN2 ENSG00000269858 19
CHRNA3 ENSG00000080644 15
IREB2 ENSG00000136381 15
CTC-490E21.12 ENSG00000268797
RAB4B-EGLN2 ENSG00000171570
RAB4B ENSG00000167578 19
CHRNB4 ENSG00000117971 15
ADAMTS7 ENSG00000136378 15
MIA-RAB4B ENSG00000268975
PSMA4 ENSG00000041357 15
CHRNAS ENSG00000169684 15
CYP2A6 ENSG00000255974 19
AC027228.1 ENSG00000268838
MORF4L1 ENSG00000185787 15
CHRNAG6 ENSG00000147434 8
MIA ENSG00000261857 19
Cl9orf54 ENSG00000188493 19
SNRPA ENSG00000077312 19
BAI2 ENSG00000121753 1
NUMBL ENSG00000105245 19
CXXC4 ENSG00000168772 4
LTBP4 ENSG00000090006 19
CYP2AT ENSG00000198077 19
CHRNB3 ENSG00000147432 8
CHRNA4 ENSG00000101204 20
ITPKC ENSG00000086544 19
AL049840.1 ENSG00000224997
ADCK4 ENSG00000123815 19
XRCC3 ENSG00000126215 14
GTF2I ENSG00000077809 7
CAl4 ENSG00000118298 1
APHI1A ENSG00000117362 1
ZNF280D ENSG00000137871 15
CLU ENSG00000120885 8
MFSD10 ENSG00000109736 4
MYD88 ENSG00000172936 3
CHMP1A  ENSG00000131165 16
Clorf54 ENSG00000118292 1
BNC2 ENSG00000173068 9
ADD1 ENSG00000087274 4
ZBTB7A  ENSG00000178951 19
RAPSN ENSG00000165917 11
SPATA33 ENSG00000167523 16
AC015688.3 ENSG00000266728
Cleorf3 ENSG00000221819 16
SHKBP1 ENSG00000160410 19
AKS5 ENSG00000154027 1
ZFYVE21 ENSG00000100711 14
DHX40 ENSG00000108406 17
KB-1980E6.3 ENSG00000253633
0.16409088
SPATA2L ENSG00000158792 16
ACAAl ENSG00000060971 3
AC016586.1 ENSG00000205147
DPEP1 ENSG00000015413 16
SLC39A14 ENSG00000104635 8
PSMC3 ENSG00000165916 11
10-Mar ENSG00000173838 17
SLC22A14 ENSG00000144671 3
NPSR1 ENSG00000187258 7
TRMT61A ENSG00000166166 14
SALL1 ENSG00000103449 16
POM121C ENSG00000135213 7
DCDC1 ENSG00000170959 11
ZACN ENSG00000186919 17
MAP2K6 ENSG00000108984 17
DBNDD1 ENSG00000003249 16
WWP2 ENSG00000198373 16
NUP50 ENSG00000093000 22
FNDC5 ENSG00000160097 1
EPHA3 ENSG00000044524 3
NOP14 ENSG00000087269 4
GRK4 ENSG00000125388 4
GASS8 ENSG00000141013 16
CKB ENSG00000166165 14
Usp43 ENSG00000154914 17
CYP2B6 ENSG00000197408 19
Clorf51 ENSG00000159208 1
SETDIA  ENSG00000099381 16
LGALS9 ENSG00000168961 17
EXOC7 ENSG00000182473 17
S100PBP ENSG00000116497 1
ING2 ENSG00000168556 4
PLCH1 ENSG00000114805 3
ZNF521 ENSG00000198795 18
HSD3B7 ENSG00000099377 16
AC135048.1 ENSG00000268863
CELF1 ENSG00000149187 11
SYNDIG1L ENSG00000183379 14
SPP1 ENSG00000118785 4
CHDH ENSG00000016391 3
TCF4 ENSG00000196628 18
NT5DC2 ENSG00000168268 3
OXSR1 ENSG00000172939 3
CCNT2 ENSG00000082258 2
DIO1 ENSG00000211452 1

Human Cigarettes per Day

STOP NSNPS NPARAM N ZSTAT
78789906 78839714 41 4 123834
41294901 41324338 50 10 123834
78875394 78923637 71 6 123834
78719773 78803798 115 8 123834
19 41297202 41414187 249 29

19 41274147 41324103 94 13
41274121 41312847 83 12 123834
78906461 79030096 168 16 123834
79041545 79113773 124 10 123834
19 41267553 41302590 77 10
78822747 78851604 42 2 123834
78847862 78897611 61 6 123834
41339443 41366352 53 10 123834
15 78820023 78841288 28 2
79092829 79200475 254 11 123834
42597763 42661535 71 6 123834
41267553 41293395 51 7 123834
41236761 41267458 34 6 123834
41246542 41281294 43 7 123834
32182718 32240494 25 4 123834
41162596 41206877 65 11 123834
105379469 105426058 16
41088789 41145725 76 8 123834
41371344 41398657 91 7 123834
42542519 42602550 145 6 123834
61965420 62019753 136 27 123834
41213008 41256765 68 9 123834
14 104167607 104189149
41187434 41234112 71 10 123834
104153946 104191841 42
74061994 74185026 82 9 123834
150219554 150247478 2
150227804 150251980 4
56912379 57220769 379 16 123834
27444434 27482548 39 8 123834
2922288 2946586 23 7 123834
38169969 38194513 21 3 123834
89700839 89734253 76 9 123834
150230600 150263327 7
16399501 16880841 773 49 123834
2835584 2941803 63 9 123834
4034362 4076943 45 8 123834
47449308 47480730 72 7 123834
89714210 89747680 71 9 123834
17 25940390 25977803 10 4
90085316 90106309 40 8 123834
41072757 41107305 35 9 123834
77737736 78035651 748 64 123834
104172067 104210005 21
57632886 57695706 32 3 123834
8 103530968 103560896
89752751 89778113 26 6 123834
38134620 38188733 38 7 123834
19 4031127 4053154 29 4
89669716 89714839 56 12 123834
22214762 22301642 194 13 123834
47430320 47457993 65 6 123834
60768675 60895705 154 19 123834
38313785 38370066 144 6 123834
34687851 34927944 559 32 123834
103985521 104013410 12
51159886 51195278 19 4 123834
75036066 75125548 97 15 123834
30841916 31401357 449 17 123834
74058042 74089747 29 2 123834
67400839 67549472 108 18 123834
90061273 90096536 70 11 123834
69786209 69985644 346 18 123834
45549722 45593896 97 7 123834
33317869 33348083 24 5 123834
89146674 89541284 480 21 123834
2929660 2975112 61 7 123834
2955335 3052474 220 15 123834
90076037 90121383 86 12 123834
103975996 103999448 24
9538015 9643008 111 14 123834
41487204 41534303 114 11 123834
150244953 150269505 18
30958615 31006437 31 3 123834
25946824 25986586 26 4 123834
74067087 74127657 66 5 123834
33272368 33334476 62 7 123834
184416147 184442249 45
155083369 155472856 691
22631890 22942154 389 50 123834
30986519 31010473 10 2 123834
16 30986808 31007533 10 2
47477496 47597121 90 12 123834
74862596 74902805 48 9 123834
88886819 88914562 26 4 123834
53836362 53890417 72 17 123834
52879562 53342018 441 37 123834
52548386 52579070 43 6 123834
38196580 38306979 81 7 123834
135665805 135726912 89
54346912 54386759 113 11 123834
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dj
05E-15 2.00E-11
28E-152.17E-11
24E-14 7.86E-11
37E-14 3.09E-10
3716 8.43E-14 3.09E-10
3521 9.75E-14 3.09E-10
94E-13 5.27E-10
78E-12 4.23E-09
65E-12 5.60E-09
4346 6.19E-11 1.18E-07
00E-10 7.31E-07
00E-10 7.31E-07
00E-10 7.31E-07
9807 1.11E-09 1.51E-06
14E-09 3.98E-06
81E-09 1.17E-05
31E-08 8.17E-05
0%E-07 0.000115104
34E-07 0.000134056
15E-07 0.000489456
15E-06 0.001040914
3834 4.4795 3.74E-06 0.00323136
05E-06 0.00408672
16E-06 0.00408672
59E-06 0.005770829
49E-050.010893046
67E-050.0117568

123834 3.9803 3.44E-050.023268414
55E-050.023268414
3834 3.83 6.41E-05 0.04061376
74E-050.041327071
3834 3.714 0.00010198 0.06057612
3834 3.6752 0.00011881 0.06843456
00013976 0.077335406
.0001424 0.077335406
.00014846 0.077406425
.00015238 0.077406425
.00015529 0.077406425
3834 3.6005 0.00015882 0.077406425
.00017523 0.082647711
.00017827 0.082647711
.00018504 0.083652882
.00018924 0.083652882
.00021352 0.09224064
.4828 0.00024813 0.104810112
.00027318 0.112882727
.00031612 0.127846999
0003527 0.136834325
3834 3.3874 0.00035274 0.136834325
00038436 0.146118298

123834 3.3125 0.00046227
.0004671 0.16409088
.00046848 0.16409088
.3086 0.00046885 0.16409088
.0004748 0.16409088
.00051217 0.173845131
.00056141 0.187215461
.00057286 0.18774005
.00060065 0.193155004
.00061532 0.193155004
3834 3.228 0.00062321 0.193155004
.00063003 0.193155004
.00065344 0.197152183
.00080138 0.23800986
.00081939 0.23925888
.00083076 0.23925888
.00089779 0.254704363
.00092802 0.259408885
.00094181 0.259448181
.00099265 0.268356
.0010027 0.268356
.0010165 0.268356
.0010804 0.2813184
0010963 0.281600951
3834 3.0562 0.0011208 0.284055552
0011883 0.297200084
0012145 0.299808
3834 3.0197 0.001265 0.308270769
0013298 0.31983336
0013461 0.31983336
0015181 0.351761143
0015238 0.351761143
3834 2.9596 0.0015403 0.351761143
3834 2.9568 0.0015545 0.351761143
0016347 0.365557384
0017087 0.37332149
9275 0.0017087 0.37332149
0017405 0.375948
001767 0.377383551
0018124 0.377494748
0018231 0.377494748
0018271 0.377494748
0018553 0.379199381
0018879 0.381757481
3834 2.8906 0.0019226 0.384681903
0019568 0.385137353



ORAI3 ENSG00000175938 16
ADTRP ENSG00000111863 6
CDK10 ENSG00000185324 16
TRIB3 ENSG00000101255 20
TAL2 ENSG00000186051 9
AC005493.1 ENSG00000214841
NFIB ENSG00000147862 9
FBXL19 ENSG00000099364 16
KLC1 ENSG00000126214 14
STAB1 ENSG00000010327 3
NKX2-1 ENSG00000136352 14
RP11-36817.4 ENSG00000260259
NALCN ENSG00000102452 13
Cdorfe ENSG00000082929 4
SOD1 ENSG00000142168 21
ANP32E  ENSG00000143401 1
COA7 ENSG00000162377 1
YIPF1 ENSG00000058799 1
FAM153A ENSG00000170074 5
DLK2 ENSG00000171462 6
Usp45 ENSG00000123552 6
XPO6 ENSG00000169180 16
TOX2 ENSG00000124191 20
SYNRG ENSG00000006114 17
NTNG2 ENSG00000196358 9
FOX06 ENSG00000204060 1
GSTA4 ENSG00000170899 6
YARS ENSG00000134684 1
PTMS ENSG00000159335 12
DGKG ENSG00000058866 3
SARDH ENSG00000123453 9
SIRT6 ENSG00000077463 19
ADIPOR2 ENSG00000006831 12
GNAT3 ENSG00000214415 7
RP11-73M18.2 ENSG00000256500
0.483949484

A3GALT2 ENSG00000184389 1
PTPMT1 ENSG00000110536 11
STX1B ENSG00000099365 16
NCAM1 ENSG00000149294 11
KBTBD4 ENSG00000231880 11
TIMP4 ENSG00000157150 3
DNAJC24 ENSG00000170946 11
TRAF7 ENSG00000131653 16
ERAL1 ENSG00000132591 17
EBLN2 ENSG00000255423 3
BAGS5 ENSG00000166170 14
TSEN15 ENSG00000198860 1
RIF1 ENSG00000080345 2
DUSP14 ENSG00000161326 17
AFF1 ENSG00000172493 4
SEZ6 ENSG00000063015 17
FAM53C  ENSG00000120709 5
SCAMP1 ENSG00000085365 5
PPP4R2 ENSG00000163605 3
PNISR ENSG00000132424 6
FAM222B ENSG00000173065 17
SP6 ENSG00000189120 17
NDUFAF7 ENSG00000003509 2
CCNE1 ENSG00000105173 19
MARK3 ENSG00000075413 14
SCAF4 ENSG00000156304 21
CCDC64 ENSG00000135127 12
HTR3D ENSG00000186090 3
PPP1R13B ENSG00000088808 14
FAM159A ENSG00000182183 1
SORBS1 ENSG00000095637 10
TMEM71 ENSG00000165071 8
MRPL1 ENSG00000169288 4
CHCHD5 ENSG00000125611 2
FAM151B ENSG00000152380 5
KBTBD4 ENSG00000123444 11
BMP4 ENSG00000125378 14
AC069368.3 ENSG00000249240
C60RF50 ENSG00000145965 6
CRYL1 ENSG00000165475 13
NCR1 ENSG00000189430 19
ZFYVE16 ENSG00000039319 5
NUDT18 ENSG00000173566 8
TRAF4 ENSG00000076604 17
PPP3R1 ENSG00000221823 2
FAM180B ENSG00000196666 11
COMMD7 ENSG00000149600 20
PIAS4 ENSG00000105229 19
SLC5A4 ENSG00000100191 22
TFIP11 ENSG00000100109 22
GAPDHS ENSG00000105679 19
SLTM ENSG00000137776 15
CASKIN1 ENSG00000167971 16
NKX2-8 ENSG00000136327 14
C9orf92 ENSG00000205549 9
C20orf62 ENSG00000168746 20
PNO1 ENSG00000115946 2
CEP55 ENSG00000138180 10
TMEM147 ENSG00000105677 19
RAPGEF5 ENSG00000136237 7
PHF12 ENSG00000109118 17
GATA2 ENSG00000179348 3
PPP3CC  ENSG00000120910 8

30950387 30977782 13 3 123834
11702287 11817279 190 27 123834
89737145 89772772 45 6 123834
351261 388203 24 7 123834
108414738 108435367 25

7 34675709 34709772 111 14
14071842 14408982 168 44 123834
30924376 30970104 37 4 123834
104018233 104177888 255
52519354 52568511 46 7 123834
36975602 37000354 19 4 123834
16 89739028 89762977 42 5
101696130 102078843 752
5516296 5539528 39 4 123834
33021935 33051244 36 6 123834
150180717 150218504 14
53142508 53174038 30 4 123834
54307392 54366407 153 10 123834
177124982 177220399 16
43408090 43434370 20 5 123834
99870190 99979604 132 15 123834
28099300 28233241 89 3 123834
42533504 42708256 242 35 123834
35864900 35979544 86 12 123834
135027334 135129921 52
41817594 41859262 33 11 123834
52832751 52870176 103 12 123834
33230840 33293754 83 8 123834
6864682 6890116 18 3 123834
185813457 186090026 206
136518682 136615077 97
4164106 4192601 22 5 123834
1787740 1907844 172 17 123834
80077987 80151336 96 11 123834
14 104019299 104162261
33762367 33796699 60 9 123834
47576982 47605013 20 6 123834
30990577 31031949 18 3 123834
112821997 113159158 640
47589277 47609823 20 7 123834
12184551 12210851 58 10 123834
31381387 31463396 83 7 123834
2195699 2238130 12 2 123834
27171956 27198085 29 3 123834
73100810 73122488 35 5 123834
104012881 104039168 21
184010811 184053346 23
152256397 152374527 180
35839937 35883603 65 9 123834
87846154 88072206 336 22 123834
27271919 27343458 40 5 123834
137657624 137695416 62
77646339 77786562 306 11 123834
73035936 73128350 207 8 123834
99835927 99883207 86 9 123834
27072996 27192250 141 5 123834
45912279 45943240 24 8 123834
37448774 37490546 87 13 123834
30292805 30325215 35 6 123834
103841729 103980168 267
33033346 33114388 112 9 123834
120417673 120542298 186
183739332 183767157 64
104190089 104323927 195
53089016 53145355 61 11 123834
97061528 97331171 507 48 123834
133687253 133782958 200
78773674 78883944 206 13 123834
113331817 113356852 36
79773788 79848382 109 13 123834
47583749 47610567 25 7 123834
54406454 54435479 38 12 123834
15 65124082 65233118 211 14
3972909 3994372 40 5 123834
20967806 21109996 269 28 123834
55407508 55437508 105 19 123834
79693832 79785169 181 7 123834
21954383 21976932 29 3 123834
27061002 27087974 17 3 123834
68395989 68493369 145 7 123834
47598198 47620746 20 7 123834
31280493 31341803 133 9 123834
3997644 4049384 81 6 123834
32604465 32661328 149 18 123834
26877191 26918471 72 12 123834
36014314 36046218 55 9 123834
59161244 59235852 52 6 123834
2217184 2256526 25 4 123834
37039784 37061812 48 5 123834
16193933 16286311 118 18 123834
43070624 43103984 17 3 123834
68374976 68413370 62 6 123834
95246389 95298849 143 16 123834
36026497 36048428 26 6 123834
22147856 22406763 345 33 123834
27222268 27288789 33 4 123834
128188270 128222028 63
22288332 22408652 127 6 123834
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0.0019654 0.385137353

0.002007 0.389276082

0.0020409 0.3918528

0.0020824 0.395822592

123834 2.8602 0.002117 0.396831237

2.8578 0.0021332 0.396831237
0.0021844 0.396831237

0.0021894 0.396831237

123834 2.8486 0.0021956 0.396831237
0.0022223 0.396831237

0.0022498 0.396831237

2.8399 0.0022565 0.396831237

123834 2.8372 0.0022756 0.396831237
0.0023203 0.40094784

0.002377 0.407045189

123834 2.8134 0.0024507 0.4159188
0.0024733 0.416039703

0.0025721 0.428863832

123834 2.7916 0.0026227 0.431678234
0.0026344 0.431678234

0.0026587 0.431936492

0.0027789 0.4476384

0.0028437 0.454227308

0.0028894 0.45768096

123834 2.7471 0.0030063 0.467797698
0.0030081 0.467797698

0.0030271 0.467797698

0.0030757 0.471475045

0.0031329 0.472370902

123834 2.7321 0.0031463 0.472370902
123834 2.7296 0.0031708 0.472370902
0.0031914 0.472370902

0.0032058 0.472370902

0.0033266 0.483949484

17 123834 2.7129 0.0033353

0.0033892 0.4880448

0.0034891 0.491579234

0.0035243 0.491579234

123834 2.6906 0.0035667 0.491579234
0.0035934 0.491579234

0.0036105 0.491579234

0.0036201 0.491579234

0.0036209 0.491579234

0.0036241 0.491579234

0.0036465 0.491579234

123834 2.6698 0.0037951 0.508008879
123834 2.6658 0.0038405 0.510491077
123834 2.6624 0.0038796 0.5121072
0.003966 0.519901572

0.0040818 0.524518744

0.0041005 0.524518744

123834 2.6428 0.0041108 0.524518744
0.0041116 0.524518744

0.0041866 0.530525952

0.0042389 0.531056188

0.004249 0.531056188

0.0042746 0.531056188

0.0045528 0.552258199

0.0045749 0.552258199

123834 2.605 0.0045932 0.552258199
0.0046412 0.552258199

123834 2.6001 0.0046601 0.552258199
123834 2.599 0.0046752 0.552258199
123834 2.5985 0.0046819 0.552258199
0.0047183 0.552258199

0.0047328 0.552258199

123834 2.5945 0.0047358 0.552258199
0.0048007 0.552880887

123834 2.5892 0.0048094 0.552880887
0.0048284 0.552880887

0.0048697 0.554271004

0.0049329 0.5581224

2.5742 0.005023 0.563330033

0.0050382 0.563330033

0.0051916 0.571749778

0.0051992 0.571749778

0.0052131 0.571749778

0.0052558 0.571749778

0.0052639 0.571749778

0.0054154 0.576731803

0.0054274 0.576731803

0.0054541 0.576731803

0.0054697 0.576731803

0.0054754 0.576731803

0.005548 0.576731803

0.0055508 0.576731803

0.0055525 0.576731803

0.0056223 0.580808035

0.0057488 0.586757647

0.0057524 0.586757647

0.0057725 0.586757647

0.0058637 0.592857498

0.0059535 0.5947722

0.0060021 0.5947722

0.0060055 0.5947722

0.0060078 0.5947722

123834 2.5064 0.0060983 0.600603556
0.0061791 0.605424396



TMEM17 ENSG00000186889 2
PPIF ENSG00000108179 1
IQCF3 ENSG00000229972 3
IFNARL ENSG00000142166 2
HOXA7 ENSG00000122592 7
CCDC183 ENSG00000213213 9
2
9
1

GNLY ENSG00000115523
RUSC2 ENSG00000198853
RGS2 ENSG00000116741

LPHN3 ENSG00000150471 4
RAB26 ENSG00000167964 1

RP11-216L13.17 ENSG00000272896

0.634996381

CDC25C  ENSG00000158402 5
DBH ENSG00000123454 9
NQO2 ENSG00000124588 6

DPY19L1 ENSG00000173852 7
CREB3L3 ENSG00000060566 1
PIPOX ENSG00000179761 1
TTPAL ENSG00000124120 2
ARNTL ENSG00000133794 1
TMEM141 ENSG00000244187 9
PTCH1 ENSG00000185920 9

PAX5 ENSG00000196092 9
BCL9 ENSG00000116128 1
GMNC ENSG00000205835 3

RP11-474G23.1
FAM160B2 ENSG00000158863 8
CoQ3 ENSG00000132423 6
BCMO1 ENSG00000135697 1
FBX047 ENSG00000204952 1
TADA2A  ENSG00000108264 1
FAXC ENSG00000146267 6
TTC40 ENSG00000171811 1
RP11-65D24.2
0.649060947
FAM63A  ENSG00000143409
ACPL2 ENSG00000155893
HIST1H1E ENSG00000168298
HIST1H4H ENSG00000158406
PLEKHH2 ENSG00000152527
PTPRS ENSG00000105426 1
PKD1 ENSG00000008710 1
TIMM17A ENSG00000134375 1
RP11-351M8.1
ZNF655 ENSG00000197343 7
ZDHHC16 ENSG00000171307 1
CNOT4 ENSG00000080802 7
DHX34 ENSG00000134815 1
THTPA ENSG00000259431 1
TMEM56-RWDD3
PGPEPL ENSG00000130517 1
NDUFS3 ENSG00000213619 1
PTGIS ENSG00000124212 2
HR ENSG00000168453 8
PYGO1 ENSG00000171016 1
APOPTL ENSG00000256053 1
CHAMP1 ENSG00000198824 1
NFAT5 ENSG00000102908 1
HOXA6 ENSG00000106006 7
MADD ENSG00000110514 1
ISCA2 ENSG00000165898 1
KIAA1522 ENSG00000162522 1
FOXJ1 ENSG00000129654 1
SMAP2 ENSG00000084070 1
C9orfl72 ENSG00000232434 9
MTMR11 ENSG00000014914 1
STX4 ENSG00000103496 1
XRCC5 ENSG00000079246 2
PRSS53 ENSG00000151006 1
ASPRV1 ENSG00000244617 2
GTF2H1 ENSG00000110768 1
MLST8 ENSG00000167965 1
FBLN7 ENSG00000144152 2
PRED60 ENSG00000267883 2
AMIGOL ENSG00000181754 1
JAGN1 ENSG00000171135 3
ZNF844 ENSG00000223547 1
FADS1 ENSG00000149485 1
DYNC2LI1 ENSG00000138036 2
RPLP2 ENSG00000177600 1
SERINC3 ENSG00000132824 2
ATP5J2-PTCD1
TP53INP2 ENSG0O0000078804 2
PAQRG6 ENSG00000160781 1
NR1H3 ENSG00000025434 1
SF3B4 ENSG00000143368 1
PTCD1 ENSG00000106246 7
DPH3 ENSG00000154813 3
RHEB ENSG00000106615 7
DHRS13 ENSG00000167536 1
CALHM3 ENSG00000183128 1
UBQLN4 ENSG00000160803 1
CRABP1 ENSG00000166426 1
MX2 ENSG00000183486 2
ZNF646 ENSG00000167395 1
NME1-NME2
NME2 ENSG00000011052 1
SLC22A13 ENSG00000172940 3
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0
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ENSG00000243678
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62717356 62749029 81 15 123834
81097225 81125093 36 4 123834
51841620 51874876 41 1 123834
34686734 34742168 107 11 123834
27183335 27207555 37 6 123834
139680802 139712193 35
85902298 85935977 79 7 123834
35480124 35571895 62 12 123834
192768169 192791403 18
62056976 62954053 1084 72 123834
2180804 2214166 18 3 123834
9 139675831 139705047
137610954 137684044 113
136491482 136534466 64
2978221 3029996 184 20 123834
34958488 35087883 287 10 123834
4143598 4183051 39 6 123834
27267531 27394234 92 15 123834
43094526 43133244 38 4 123834
13288199 13418813 165 14 123834
139675807 139697709 45
98195262 98289339 93 6 123834
36823272 37044103 404 39 123834
147003182 147108017 172
190560666 190620218 73

2 68348370 68498362 206 10
21936670 219724009 48 7 123834
99807276 99852080 93 11 123834
81262053 81334747 55 11 123834
37082685 37133655 33 4 123834
35756965 35849835 185 14 123834
99709045 99807938 265 18 123834
134611896 134766327 444

13 112230548 112334955
150959025 150990851 40
140937568 141023748 153
26146559 26167343 12 5 123834
26271283 26295762 57 7 123834
43854412 44005126 297 25 123834
5148506 5350814 282 51 123834
2128711 2195899 44 4 123834
201914619 201949789 39

15 81178532 81212118 25 3
99146029 99184076 34 6 123834
99195927 99227127 38 9 123834
135036547 135204875 211
47842538 47895961 133 10 123834
24015216 24039480 8 2 123834
1 95573479 95722781 295 19
18441397 18490760 20 5 123834
47576888 47616114 33 8 123834
48110411 48194683 55 8 123834
21961928 22000897 49 7 123834
55821088 55891145 169 13 123834
104019299 104083860 101
115069988 115102796 35
69588997 69748569 275 13 123834
27175015 27200222 39 6 123834
47280712 47361582 125 10 123834
74950423 74973809 27 3 123834
33197486 33250571 42 8 123834
74122414 74147380 9 2 123834
40800522 40898998 145 24 123834
139728867 139751797 4
149890543 149918791 30
31034210 31064296 33 4 123834
216962187 217081026 168
31084746 31110949 14 2 123834
70177226 70199397 30 3 123834
18333842 18398591 98 10 123834
2244249 2269417 23 4 123834
112885962 112955791 102
47173565 47200005 28 3 123834
110036797 110062360 25
9922238 9946033 40 6 123834
12165514 12202380 67 5 123834
61557099 61606790 48 5 123834
43991178 44047149 140 10 123834
799647 822880 23 4 123834
43114862 43160750 48 5 123834
7 99007372 99073820 101 8
33282094 33311243 18 4 123834
156203206 156227881 7
47259851 47300396 69 7 123834
149885209 149910236 29
99004362 99073787 107 9 123834
16289485 16316479 67 7 123834
151153098 151227206 68
27214799 27240089 9 3 123834
105222561 105248997 45
155995092 156033585 19
78622666 78650572 26 7 123834
42723870 42791317 89 22 123834
31075743 31105517 23 3 123834
17 49220920 49259108 100 13
49220951 49259105 100 13 123834
38297303 38329806 24 3 123834
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12
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12
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12
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0.
12
0.

.0062618 0.607363788

.0062628 0.607363788

.0063424 0.611961113

.0064626 0.619001729

0064805 0.619001729

3834 2.4805 0.0065592 0.619379894

0065743 0.619379894

0066048 0.619379894

3834 2.4775 0.0066148 0.619379894

0066742 0.6218784

0067274 0.623777655
123834 2.4634 0.0068818

3834 2.4576 0.0069931 0.639173278

3834 2.4572 0.0070011 0.639173278

0070461 0.639173278

.0070663 0.639173278

0070952 0.639173278

.0071664 0.64191744

.0072207 0.64191744

0072644 0.64191744

3834 2.4422 0.007299 0.64191744

0073332 0.64191744

0073701 0.64191744

3834 2.4374 0.0073969 0.64191744

3834 2.4362 0.0074207 0.64191744

4358 0.0074296 0.64191744

0075675 0.647868672

0075761 0.647868672

007615 0.647868672

0076627 0.647868672

.0076689 0.647868672

007742 0.649060947

3834 2.4189 0.0077848 0.649060947
123834 2.4174 0.0078165

3834 2.4172 0.0078196 0.649060947

3834 2.4146 0.0078753 0.649398857

007892 0.649398857

.007994 0.65495669

0080556 0.655266424

.0080762 0.655266424

0081012 0.655266424

3834 2.3996 0.0082075 0.659762066

3987 0.0082262 0.659762066

0082918 0.662229136

0083715 0.665796954

3834 2.3904 0.0084161 0.66655512

0084902 0.6696337

0085527 0.669640659

3822 0.0086057 0.669640659

008659 0.669640659

0086925 0.669640659

0087394 0.669640659

0087488 0.669640659

0087657 0.669640659

3834 2.3724 0.0088366 0.669640659

3834 2.3703 0.0088859 0.669640659

0088943 0.669640659

0089439 0.669640659

0089573 0.669640659

0089636 0.669640659

0089835 0.669640659

0090524 0.671899518

0090845 0.671899518

3834 2.3577 0.0091933 0.67345344

3834 2.3571 0.0092093 0.67345344

0092118 0.67345344

3834 2.3547 0.0092689 0.673844441

0093156 0.673844441

0093235 0.673844441

0093906 0.6761232

0095863 0.678579527

3834 2.342 0.0095906 0.678579527

0095914 0.678579527

3834 2.3393 0.0096602 0.678579527

009666 0.678579527

.0096817 0.678579527

.0096931 0.678579527

.009717 0.678579527

.0098145 0.678579527

.0098597 0.678579527

.3303 0.0098955 0.678579527

0099127 0.678579527

3834 2.3235 0.010076 0.678579527

0101 0.678579527

3834 2.3208 0.010149 0.678579527

010165 0.678579527

010263 0.678579527

3834 2.3155 0.010292 0.678579527

01031 0.678579527

3834 2.3124 0.010378 0.678579527

3834 2.3122 0.010383 0.678579527

010423 0.678579527

01047 0.678579527

010478 0.678579527

3086 0.010484 0.678579527

.010484 0.678579527

.010506 0.678579527



EX0OSC1  ENSG00000171311 10 99185899 99215774 38 9 123834 2.3049 0.010587 0.678579527

RP11-1026M7.2 ENSG00000249109 5 177199198 177231397 1 1 123834 2.303 0.01064 0.678579527
TMEM89  ENSG00000183396 3 48648192 48669288 10 2 123834 2.3027 0.010648 0.678579527

VKORC1  ENSG00000167397 16 31092163 31117301 15 2 123834 2.3026 0.010651 0.678579527

Cl20rf43 ENSG0O0000157895 12 121430225 121464305 95 14 123834 2.3011 0.010692 0.678579527
B4GALT5 ENSG00000158470 20 48239482 48340415 176 11 123834 2.3003 0.010714 0.678579527

SMARCD1 ENSG00000066117 12 50468755 50504495 22 3 123834 2.2999 0.010727 0.678579527

RP11-196G11.1 ENSG00000255439 16 31084760 31116277 17 3 123834 2.2995 0.010739 0.678579527
Cl70rf78 ENSG00000167230 17 35722928 35759662 24 6 123834 2.2987 0.010761 0.678579527

BCL6 ENSG00000113916 3 187429165 187473515 76 15 123834 2.2958 0.010843 0.678579527
NPC2 ENSG00000119655 14 74932895 74970880 58 3 123834 2.2958 0.010844 0.678579527

KCTD10 ENSG00000110806 12 109876461 109925349 150 12 123834 2.2946 0.010877 0.678579527
Cl50rf60 ENSG00000183324 15 73725499 73862355 210 13 123834 2.2938 0.010902 0.678579527

AGTRAP  ENSG00000177674 1 11786141 11824859 20 5 123834 2.2904 0.010998 0.678579527

RWDD3 ENSG00000122481 1 95689711 95722781 78 11 123834 2.2894 0.011028 0.678579527

TTBK1 ENSG00000146216 6 43201418 43265997 74 12 123834 2.2883 0.011059 0.678579527

NRXN1 ENSG00000179915 2 50135643 51269674 1799 93 123834 2.2869 0.011102 0.678579527

SPOCD1  ENSG00000134668 1 32246023 32291652 33 6 123834 2.2858 0.011133 0.678579527

NCOA6 ENSG00000198646 20 33274722 33423452 153 10 123834 2.2857 0.0111350.678579527

NOS3 ENSG00000164867 7 150678083 150721676 28 7 123834 2.2851 0.011154 0.678579527
DIS3L ENSG00000166938 15 66575555 66636236 96 16 123834 2.285 0.011157 0.678579527

SLC33A1 ENSG00000169359 3 155528813 155582218 92 9 123834 2.2844 0.011174 0.678579527
SLC26A6 ENSG00000225697 3 48653156 48682926 22 2 123834 2.2789 0.011338 0.68344853

LHX9 ENSG00000143355 1 197871037 197914608 58 9 123834 2.2782 0.011358 0.68344853
BUD31 ENSG00000106245 7 98996264 99027239 44 6 123834 2.2771 0.01139 0.68344853

FSD1 ENSG00000105255 19 4294597 4333840 48 7 123834 2.2769 0.011398 0.68344853

CEP68 ENSG00000011523 2 65273500 65324138 91 10 123834 2.2731 0.011511 0.685590729

KCNQ3 ENSG00000184156 8 133123108 133503200 726 59 123834 2.272 0.011544 0.685590729
AGPAT1  ENSG00000204310 6 32125989 32155873 28 8 123834 2.2715 0.011558 0.685590729

DEF8 ENSG00000140995 16 90004333 90044468 119 12 123834 2.2709 0.011578 0.685590729

HOXAS5 ENSG00000106004 7 27170671 27193287 36 7 123834 2.269 0.0116350.686826335

TLE4 ENSG00000106829 9 82176688 82351658 192 22 123834 2.2666 0.011708 0.687866667

CD200R1 ENSG00000163606 3 112630056 112703969 222 23 123834 2.266 0.011725 0.687866667
SORBS3  ENSG00000120896 8 22392499 22443301 19 3 123834 2.2626 0.01183 0.6918912

CACNA2D2 ENSG00000007402 3 50390233 50551675 73 9 123834 2.2574 0.01199 0.699097914

SBSN ENSG00000189001 19 36004269 36029253 38 7 123834 2.2489 0.012259 0.70224

ACOX1 ENSG00000161533 17 73927588 73985515 120 14 123834 2.2482 0.012283 0.70224

RBM44 ENSG00000177483 2 238697032 238761451 78 10 123834 2.2461 0.012349 0.70224
CPSF4 ENSG00000160917 7 99026545 99064994 58 6 123834 2.2442 0.012411 0.70224

SERBP1  ENSG00000142864 1 67863493 67906098 19 4 123834 2.2436 0.01243 0.70224

GXYLT2 ENSG00000172986 3 72927224 73057289 216 22 123834 2.2436 0.01243 0.70224

NME4 ENSG00000103202 16 436725 470367 43 7 123834 2.2424 0.012467 0.70224

MBTD1 ENSG00000011258 17 49244786 49347524 194 12 123834 2.2421 0.012476 0.70224

GS1-259H13.10 ENSG00000272647 7 99146291 99215433 73 8 123834 2.2418 0.012488 0.70224

OXNAD1  ENSG00000154814 3 16296706 16401806 221 14 123834 2.238 0.01261 0.70224

Cl50rf4l ENSG00000186073 15 36861812 37112449 344 28 123834 2.2375 0.012626 0.70224

TNFAIP8L2 ENSG00000163154 1 151119105 151142225 7 3 123834 2.2374 0.012631 0.70224
ADPRHL2 ENSG00000116863 1 36544476 36569533 13 3 123834 2.2368 0.01265 0.70224

NPTN ENSG00000156642 15 73842355 73936475 134 12 123834 2.2355 0.012694 0.70224

ABCB6 ENSG00000115657 2 220064490 220093712 15 2 123834 2.2341 0.012737 0.70224
PCBP3 ENSG00000183570 21 47053608 47372368 550 15 123834 2.2319 0.012812 0.70224

COL9A2 ENSG00000049089 1 40756159 40793488 79 9 123834 2.2317 0.012817 0.70224

ABLIM2 ENSG00000163995 4 7957039 8170559 215 51 123834 2.2297 0.012882 0.70224

TEN1 ENSG00000257949 17 73965301 74006667 99 13 123834 2.228 0.012941 0.70224

DNAH2 ENSG00000183914 17 7610672 7747062 101 22 123834 2.2272 0.012967 0.70224

NEB ENSG00000183091 2 152331850 152601001 292 22 123834 2.2272 0.012968 0.70224
SULF2 ENSG00000196562 20 46275092 46425360 202 47 123834 2.2255 0.013023 0.70224

VARS ENSG00000204394 6 31735295 31773730 51 15 123834 2.2255 0.0130250.70224

HOOK1 ENSG00000134709 1 60270458 60352050 138 14 123834 2.2249 0.0130450.70224

GNA12 ENSG00000146535 7 2757746 2893958 288 12 123834 2.2234 0.013094 0.70224

SPA17 ENSG00000064199 11 124533694 124577414 21 2 123834 2.2224 0.013128 0.70224
KCNJ4 ENSG00000168135 22 38812332 38861205 71 13 123834 2.22 0.01321 0.70224

SIAE ENSG00000110013 11 124493009 124575603 40 3 123834 2.2174 0.013298 0.70224
NCAM2 ENSG00000154654 21 22360633 22925650 1096 72 123834 2.2169 0.013317 0.70224

PAIP1 ENSG00000172239 5 43516369 43567860 80 6 123834 2.2153 0.013368 0.70224

GPR132 ENSG00000183484 14 105505728 105541782 45 4 123834 2.2152 0.0133750.70224
ABCG2 ENSG00000118777 4 89001416 89162474 227 35 123834 2.2144 0.013399 0.70224

UTP18 ENSG00000011260 17 49327889 49385297 100 9 123834 2.2136 0.013428 0.70224

CSMD2 ENSG00000121904 1 33969609 34641443 779 92 123834 2.213 0.013448 0.70224

IL7 ENSG00000104432 8 79577978 79727758 269 14 123834 2.2115 0.013501 0.70224

SEZ6L ENSG00000100095 22 26555440 26789562 434 53 123834 2.2106 0.013531 0.70224

PRR24 ENSG00000257704 19 47768142 47788979 19 2 123834 2.2091 0.013584 0.70224

NME1 ENSG00000239672 17 49220897 49249789 78 11 123834 2.2075 0.013638 0.70224

GREB1 ENSG00000196208 2 11664242 11792914 166 26 123834 2.2074 0.013642 0.70224

ATGOA ENSG00000198925 2 220064494 220104439 29 3 123834 2.2062 0.013684 0.70224
PLEKHA6 ENSG00000143850 1 204177979 204356793 329 217 123834 2.2059 0.0136950.70224
C50rf28 ENSG00000151881 5 43434354 43493995 106 6 123834 2.2051 0.013722 0.70224

GPR65 ENSG00000140030 14 88461468 88488419 72 9 123834 2.205 0.013726 0.70224

BCL11A ENSG00000119866 2 60668302 60790702 45 13 123834 2.2046 0.01374 0.70224

RP11-187E13.2 ENSG00000258386 14 32466108 32497891 14 3 123834 2.2035 0.013779 0.70224

KDM6B ENSG00000132510 17 7733222 7768114 32 8 123834 2.2022 0.013826 0.70224

THRAP3  ENSG00000054118 1 36680017 36780958 64 2 123834 2.2011 0.013866 0.70224

ADAMTS10 ENSG00000142303 19 8635126 8685620 15 5 123834 2.1998 0.013912 0.70224

C1QTNF9B ENSG00000205863 13 24455238 24486794 47 6 123834 2.1991 0.0139350.70224

UBE3B ENSG00000151148 12 109905207 109984507 203 18 123834 2.1987 0.013948 0.70224
LRRC10B ENSG00000204950 11 61266272 61288482 27 4 123834 2.1986 0.013952 0.70224

TUBB3 ENSG00000258947 16 89977800 90015169 92 13 123834 2.1983 0.013965 0.70224

FAM200A ENSG00000221909 7 99133931 99166159 23 4 123834 2.1955 0.014066 0.703894677

ARNTL2 ENSG00000029153 12 27475787 27586241 247 35 123834 2.1947 0.014093 0.703894677

SPOCK2 ENSG00000107742 10 73808793 73858790 47 7 123834 2.1943 0.014109 0.703894677

TSPAN5 ENSG00000168785 4 99381518 99589780 214 32 123834 2.1908 0.014233 0.708222157

Cllorf94 ENSG00000234776 11 45918085 45938833 8 2 123834 2.1885 0.014317 0.708880825

TNNIZ2 ENSG00000130598 11 1850219 1872910 2 1 123834 2.1868 0.01438 0.708880825

ACKR3 ENSG00000144476 2 237466430 237501001 37 6 123834 2.1855 0.014428 0.708880825
C50rf20 ENSG00000251380 5 134769905 134793038 60 10 123834 2.1852 0.014438 0.708880825
ZNF668  ENSG00000167394 16 31062164 31095641 32 3 123834 2.1846 0.014459 0.708880825

SNAPC5 ENSG00000174446 15 66772473 66800151 53 7 123834 2.1843 0.01447 0.708880825

DENND1B ENSG00000213047 1 197463878 197754826 255 8 123834 2.1769 0.014743 0.718794831
ADAM10  ENSG00000137845 15 58877403 59052177 193 13 123834 2.1768 0.014748 0.718794831
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MGA ENSG00000174197 15 41903422 42072141 249 17 123834 2.1751 0.014811 0.719588571

TCF7L2 ENSG00000148737 10 114700009 114937437 176 30 123834 2.1743 0.01484 0.719588571
STK40 ENSG00000196182 1 36795225 36861497 45 5 123834 2.1701 0.014998 0.72086681

MUC20 ENSG00000176945 3 195437753 195477994 2 1 123834 2.1684 0.015062 0.72086681
NAP1L1 ENSG00000187109 12 76428670 76488813 47 4 123834 2.1681 0.015074 0.72086681

MEX3D ENSG00000181588 19 1544668 1578057 6 3 123834 2.1678 0.015089 0.72086681

VPS45 ENSG00000136631 1 150029369 150127505 94 2 123834 2.1676 0.015094 0.72086681
MET ENSG00000105976 7 116302444 116448440 121 18 123834 2.1665 0.015137 0.72086681
RTN4RL1 ENSG00000185%24 17 1827971 1938639 146 23 123834 2.1658 0.0151650.72086681

RAB1A ENSG00000138069 2 65287835 65367240 154 11 123834 2.165 0.0151950.72086681

YAE1D1  ENSG00000241127 7 39595975 39659919 135 14 123834 2.1639 0.0152350.72086681

BNIP3L ENSG00000104765 8 26230414 26373152 268 40 123834 2.1636 0.015246 0.72086681

CCDCY9 ENSG00000105321 19 47749237 47785210 38 2 123834 2.1614 0.015332 0.72086681

CDYL ENSG00000153046 6 4696393 4965785 350 36 123834 2.1579 0.015466 0.72086681

DKFZP434A062 ENSG00000267845 9 139209089 139229640 22 4 123834 2.1579 0.015468 0.72086681
AP1G2 ENSG00000213983 14 24018774 24047279 11 2 123834 2.1576 0.015478 0.72086681

HAO2 ENSG00000116882 1 119901402 119946753 59 7 123834 2.1571 0.015501 0.72086681
Cl6orfl3 ENSG0O0000130731 16 674429 696358 20 4 123834 2.1569 0.015507 0.72086681

FA2H ENSG00000103089 16 74736853 74818729 136 22 123834 2.1565 0.015522 0.72086681

DKFZP43401614 ENSG00000258729 14 96731383 96753060 27 4 123834 2.1558 0.015549 0.72086681

TMEM8A  ENSG00000129925 16 410773 447113 89 13 123834 2.1543 0.015609 0.720880696

CHML ENSG00000203668 1 241782155 241809232 48 10 123834 2.1524 0.0156850.720880696
ITGB3 ENSG00000259207 17 45321212 45431658 292 22 123834 2.1519 0.015701 0.720880696

ITGB3 ENSG00000259753 17 45321263 45431658 292 22 123834 2.1519 0.015701 0.720880696

ANKZF1  ENSG00000163516 2 220084479 220111391 37 5 123834 2.1509 0.015743 0.721067335
RGS7BP  ENSG00000186479 5 63792084 63918139 138 18 123834 2.1481 0.015852 0.721837546

CLEC18A ENSG00000157322 16 69974810 70008141 11 4 123834 2.1477 0.01587 0.721837546

RPS19BP1 ENSG00000187051 22 39915098 39938860 19 3 123834 2.1473 0.015886 0.721837546

PIDD ENSG00000177595 11 789179 819753 30 5 123834 2.1463 0.015923 0.721837546

NQO1 ENSG00000181019 16 69730899 69770854 65 10 123834 2.1442 0.01601 0.721837546

EFCAB13 ENSG00000178852 17 45390656 45528678 341 13 123834 2.1432 0.01605 0.721837546

OAS2 ENSG00000111335 12 113406200 113459528 82 12 123834 2.1427 0.016068 0.721837546
TENM4 ENSG00000149256 11 78353876 79161992 1071 137 123834 2.1421 0.016091 0.721837546

S100A2 ENSG00000196754 1 153523584 153550366 20 2 123834 2.14 0.016177 0.721837546
HSPB1 ENSG00000106211 7 75921861 75943612 29 5 123834 2.1387 0.01623 0.721837546

ARID2 ENSG00000189079 12 46113448 46311823 81 8 123834 2.1385 0.016239 0.721837546

CALHM1  ENSG00000185933 10 105203144 105228645 27 6 123834 2.1382 0.016252 0.721837546
SETD7 ENSG00000145391 4 140407095 140537853 116 217 123834 2.1362 0.016332 0.721837546
ZC3H8 ENSG00000144161 2 112959102 113022713 55 5 123834 2.1332 0.016454 0.721837546
POU6GF1l  ENSG00000184271 12 51570719 51621477 45 9 123834 2.1317 0.016516 0.721837546

Céorf48 ENSG00000204387 6 31792385 31817541 43 15 123834 2.1314 0.016528 0.721837546

RAB44 ENSG00000255587 6 36673256 36709870 64 13 123834 2.1312 0.016537 0.721837546

Cl70rf103 ENSG00000154035 17 21132183 21166722 40 10 123834 2.1251 0.01679 0.721837546

YWHAG ENSG00000170027 7 75946116 75998348 78 9 123834 2.1249 0.016798 0.721837546

NEUL ENSG00000204386 6 31815436 31840683 46 12 123834 2.1239 0.016838 0.721837546

GPSM3 ENSG00000213654 6 32148543 32173300 24 8 123834 2.1231 0.016874 0.721837546

C50rf34 ENSG00000172244 5 43476803 43525247 63 4 123834 2.123 0.016878 0.721837546

ZNF788  ENSG00000188474 19 12193078 12235491 51 5 123834 2.1227 0.016888 0.721837546

SAMD15  ENSG00000100583 14 77833032 77867840 55 7 123834 2.1225 0.016896 0.721837546

SV2B ENSG00000185518 15 91633180 91854539 306 32 123834 2.121 0.016961 0.721837546

SLC39A13 ENSG00000165915 11 47418683 47448047 52 6 123834 2.1187 0.017058 0.721837546

PYDC2 ENSG00000253548 3 191168952 191189245 118 6 123834 2.1185 0.017067 0.721837546
KIssl ENSG00000170498 1 204149469 204175614 34 6 123834 2.1163 0.017161 0.721837546
OTUD7B  ENSG00000163113 1 149899705 149992625 74 5 123834 2.115 0.017217 0.721837546
TRIM66  ENSG00000166436 11 8623584 8703413 140 14 123834 2.1133 0.017286 0.721837546

ATP5J2 ENSG00000241468 7 99036098 99073954 56 5 123834 2.1128 0.01731 0.721837546

PBX2 ENSG00000204304 6 32142512 32167963 21 7 123834 2.1123 0.017329 0.721837546

PGAM2 ENSG00000164708 7 44092326 44115186 45 4 123834 2.1118 0.017351 0.721837546

PGP ENSG00000184207 16 2251998 2274808 19 4 123834 2.1103 0.0174150.721837546

CERSS ENSG00000139624 12 50513575 50571288 72 5 123834 2.11 0.017427 0.721837546

UBE2Q1  ENSG00000160714 1 154511053 154541504 45 5 123834 2.1094 0.017456 0.721837546
C2o0rf27A ENSG00000197927 2 132469948 132534973 132 9 123834 2.1087 0.017487 0.721837546
RNES ENSG00000204308 6 32136131 32161930 18 6 123834 2.1083 0.0175 0.721837546

AGER ENSG00000204305 6 32138745 32162101 18 6 123834 2.1083 0.0175 0.721837546

ARPC1B  ENSG00000130429 7 98961872 99002424 56 6 123834 2.107 0.017559 0.721837546

KDM3B ENSG00000120733 5 137678285 137782717 182 16 123834 2.1067 0.017573 0.721837546
PSMD9 ENSG00000110801 12 122316637 122366203 104 11 123834 2.1053 0.017632 0.721837546
PLEKHO1 ENSG00000023902 1 150111373 150146916 37 2 123834 2.1046 0.017663 0.721837546
IL12RB2 ENSG00000081985 1 67763047 67872583 192 15 123834 2.1042 0.01768 0.721837546

NEBL ENSG00000078114 10 21058902 21473116 578 46 123834 2.1042 0.01768 0.721837546

TEKT2 ENSG00000092850 1 36539676 36563876 10 1 123834 2.104 0.017688 0.721837546

PLAC8L1 ENSG00000173261 5 145453949 145493932 83 3 123834 2.1037 0.017703 0.721837546
FOXN3 ENSG00000053254 14 89581215 90095493 604 93 123834 2.1035 0.017711 0.721837546

SLC25A22 ENSG00000177542 11 780475 808316 37 6 123834 2.1018 0.017784 0.721837546

LRRC3DN ENSG00000269430 21 45869814 45892078 50 5 123834 2.1018 0.017785 0.721837546

TACR1 ENSG00000115353 2 75263590 75436826 197 33 123834 2.1006 0.017837 0.721837546

AUTS2 ENSG00000158321 7 69053905 70268054 1560 51 123834 2.0997 0.017876 0.721837546

SERPINAS ENSG00000188488 14 95017779 95069457 203 24 123834 2.0955 0.018062 0.721837546

HIST1H2BD ENSG00000158373 6 26148349 26181577 26 8 123834 2.0947 0.0181 0.721837546
AC003043.1 ENSG00000268413 17 42325297 42365825 37 8 123834 2.0945 0.018107 0.721837546

DLGAP3  ENSG00000116544 1 35321037 35405186 20 4 123834 2.0942 0.018119 0.721837546

DDX19A  ENSG00000168872 16 70370732 70417286 27 6 123834 2.0937 0.018142 0.721837546

ZNF668  ENSG00000232748 16 31062813 31083451 23 3 123834 2.0934 0.018158 0.721837546

SPEF2 ENSG00000152582 5 35607946 35824713 464 27 123834 2.0929 0.018178 0.721837546

MANBAL  ENSG00000101363 20 35908041 35955663 54 7 123834 2.0926 0.018192 0.721837546

REG4 ENSG00000134193 1 120326641 120364283 66 4 123834 2.0913 0.018252 0.721837546
RPL4 ENSG00000174444 15 66780355 66826870 96 11 123834 2.0911 0.018261 0.721837546

MRPS21  ENSG00000187145 1 150256289 150291414 73 6 123834 2.0907 0.018277 0.721837546
NVL ENSG00000143748 1 224405036 224528089 138 6 123834 2.0894 0.018337 0.721837546
TMEM88  ENSG00000167874 17 7748383 7769417 19 5 123834 2.0893 0.018342 0.721837546

AC073063.1 ENSG00000214314 7 99030552 99050747 32 4 123834 2.0891 0.01835 0.721837546

ADRBK1  ENSG00000173020 11 67023881 67064027 26 5 123834 2.0887 0.018369 0.721837546

BTBD3 ENSG00000132640 20 11861371 11917257 102 6 123834 2.0866 0.018461 0.721837546

NRE'1 ENSG00000106459 7 129241555 129406922 312 20 123834 2.0864 0.018469 0.721837546
ZC2HC1A ENSG00000104427 8 79568282 79642000 127 9 123834 2.0863 0.018473 0.721837546

TMEM56  ENSG00000152078 1 95572894 95673163 174 19 123834 2.0863 0.018476 0.721837546

ZFHX2 ENSG00000136367 14 23980066 24035401 17 5 123834 2.0852 0.018524 0.721837546

KCNK9 ENSG00000169427 8 140603081 140725299 161 24 123834 2.0846 0.018554 0.721837546
ZWILCH ENSG00000174442 15 66787297 66852115 151 14 123834 2.0842 0.01857 0.721837546
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PHC2 ENSG00000134686 1 33779224 33906653 296 16 123834 2.0805 0.018741 0.726548505

YEATS2 ENSG00000163872 3 183405606 183540413 172 9 123834 2.0762 0.018938 0.726548505
UBLCP1  ENSG00000164332 5 158680089 158723044 49 7 123834 2.0747 0.019008 0.726548505
RP11-131H24.4 ENSG00000258987 14 94395901 94420475 48 5 123834 2.0733 0.019073 0.726548505

LAG3 ENSG00000089692 12 6871678 6897621 6 3 123834 2.0726 0.019103 0.726548505

CPNE7 ENSG00000178773 16 89632176 89673654 55 12 123834 2.0716 0.019153 0.726548505

BCDIN3D ENSG00000186666 12 50221573 50246912 27 5 123834 2.0715 0.019155 0.726548505

IL17RE  ENSG00000163701 3 9934296 9968086 48 3 123834 2.0707 0.0191950.726548505

TDRD10  ENSG00000163239 1 154464695 154530623 150 7 123834 2.0704 0.019209 0.726548505
HOXA3 ENSG00000105997 7 27135803 27202200 103 12 123834 2.0703 0.019213 0.726548505

SCNM1 ENSG00000163156 1 151119140 151152773 10 4 123834 2.0698 0.019238 0.726548505
HOXB3 ENSG00000120093 17 46616232 46692274 122 20 123834 2.0697 0.019239 0.726548505

FUT4 ENSG00000196371 11 94267017 94293063 33 6 123834 2.0697 0.01924 0.726548505

TRAF2 ENSG00000127191 9 139766364 139831059 85 3 123834 2.0695 0.019249 0.726548505
AASS ENSG00000008311 7 121705701 121794334 108 12 123834 2.0689 0.019279 0.726548505
HSD17B13 ENSG00000170509 4 88214941 88254058 66 11 123834 2.068 0.019322 0.726548505

VWA7T ENSG00000204396 6 31723367 31755108 28 9 123834 2.0662 0.019407 0.726548505

ZNF789  ENSG00000198556 7 99060464 99111273 46 7 123834 2.0662 0.019407 0.726548505

PRMT7 ENSG00000132600 16 68334877 68402466 130 9 123834 2.0651 0.019458 0.726548505

PLEKHO2 ENSG0000024183S% 15 65124088 65170206 112 8 123834 2.064 0.019511 0.726548505

TUBB3 ENSG00000198211 16 89975573 90012500 86 12 123834 2.0621 0.019599 0.726548505

Clorf6l ENSG00000125462 1 156364042 156410493 22 6 123834 2.0618 0.019611 0.726548505
CRB1 ENSG00000134376 1 197160592 197457585 251 26 123834 2.0619 0.019611 0.726548505
4-Mar ENSG00000144583 2 217112588 217246750 151 21 123834 2.0616 0.019625 0.726548505
PDDC1 ENSG00000177225 11 757220 787488 34 7 123834 2.0605 0.019676 0.726548505

PPARGC1A ENSG00000109819 4 23746664 23915712 273 44 123834 2.0603 0.019685 0.726548505

ARPC1A  ENSG00000241685 7 98913521 98995787 118 10 123834 2.058 0.019795 0.729192558

GIP ENSG00000159224 17 47025916 47055958 69 7 123834 2.0566 0.01986 0.730171915

HPS5 ENSG00000110756 11 18290223 18353745 112 12 123834 2.0547 0.019953 0.731972809

WFIKKN1 ENSG00000127578 16 669239 694116 35 5 123834 2.054 0.019986 0.731972809

CUEDC1  ENSG00000180891 17 55928604 56042684 105 24 123834 2.0525 0.020061 0.732225958

ANKDD1A ENSG00000166839 15 65194101 65261042 94 13 123834 2.0515 0.020107 0.732225958

DNAJC10 ENSG00000077232 2 183570999 183669191 121 6 123834 2.0509 0.020136 0.732225958
EPN1 ENSG00000063245 19 56176592 56231224 97 14 123834 2.0507 0.020147 0.732225958

MBP ENSG00000197971 18 74680783 74855639 305 62 123834 2.0499 0.020187 0.732279573

PPT2-EGFLS ENSG00000258388 6 32111622 32149755 34 8 123834 2.0474 0.02031 0.733866305

TSSK4 ENSG00000139908 14 24664903 24687568 25 6 123834 2.0471 0.020326 0.733866305

SAMD4A  ENSG00000020577 14 55023815 55270033 286 55 123834 2.0451 0.020424 0.733866305

CLTC ENSG00000141367 17 57687219 57783671 105 6 123834 2.0447 0.020441 0.733866305

Cl30rf45 ENSG00000178734 13 76435187 76467947 72 13 123834 2.0437 0.020493 0.733866305

GBP6 ENSG00000183347 1 89819617 89862020 77 9 123834 2.0436 0.020498 0.733866305

CEBPZ ENSG00000115816 2 37418755 37468856 60 12 123834 2.0435 0.020501 0.733866305

DNAJB2 ENSG00000135924 2 220133989 220161622 20 5 123834 2.0423 0.02056 0.734215205
DBNL ENSG00000136279 7 44074239 44119055 79 5 123834 2.0417 0.020588 0.734215205

LARS ENSG00000133706 5 145482601 145572223 266 4 123834 2.0391 0.020718 0.736195828
SRP68 ENSG00000167881 17 74025184 74078734 43 2 123834 2.0391 0.020721 0.736195828

CHMP4A  ENSG00000254505 14 24668789 24693075 25 6 123834 2.0362 0.020867 0.736671549

CCDC37 ENSG00000163885 3 126103782 126165399 104 18 123834 2.036 0.020877 0.736671549
GALR2 ENSG00000182687 17 74060875 74083622 10 1 123834 2.0348 0.0209350.736671549

MLLT3 ENSG00000171843 9 20331663 20632542 203 31 123834 2.0345 0.02095 0.736671549

2-Sep ENSG00000168385 2 242244515 242303442 109 12 123834 2.0337 0.020992 0.736671549
VIPAS39 ENSG00000151445 14 77883018 77934295 70 7 123834 2.0325 0.021054 0.736671549

KIF13A ENSG00000137177 6 17749414 17997854 396 20 123834 2.0281 0.021273 0.736671549

DNPEP ENSG00000123992 2 220228268 220274744 62 7 123834 2.0279 0.021287 0.736671549
EFCAB10 ENSG00000185055 7 105195567 105251322 48 8 123834 2.0267 0.021346 0.736671549
SH3RF1  ENSG00000154447 4 170005407 170202256 303 22 123834 2.0254 0.021413 0.736671549
SOX6 ENSG00000110693 11 15977995 16771138 941 38 123834 2.025 0.021433 0.736671549

ZNF788  ENSG0000021418S% 19 12193078 12258050 75 7 123834 2.0239 0.02149 0.736671549

GGT7 ENSG00000131067 20 33422523 33470663 59 6 123834 2.0239 0.02149 0.736671549

TRIM73  ENSG00000178809 7 75014337 75050279 1 1 123834 2.0229 0.021541 0.736671549

MYEOV ENSG00000172927 11 69051605 69192494 121 19 123834 2.0226 0.021557 0.736671549

MDP1 ENSG00000213920 14 24673143 24695276 25 5 123834 2.0212 0.021628 0.736671549

LRRC3 ENSG00000160233 21 45865369 45888739 63 5 123834 2.0208 0.021652 0.736671549

DECR2 ENSG00000242612 16 441826 472487 25 3 123834 2.0206 0.021662 0.736671549

HOXA9 ENSG00000078399 7 27192054 27220117 22 6 123834 2.0205 0.021668 0.736671549

HOXB2 ENSG00000173917 17 46608256 46633441 43 6 123834 2.0203 0.021677 0.736671549

MAP6D1  ENSG00000180834 3 183523664 183553382 46 4 123834 2.019 0.021742 0.736671549
LHX3 ENSG00000107187 9 139078096 139106955 30 8 123834 2.0183 0.021778 0.736671549
NLRP9 ENSG00000185792 19 56209798 56259768 54 14 123834 2.0177 0.021811 0.736671549

RP11-87C12.2 ENSG00000256950 12 122316715 122369376 116 12 123834 2.0176 0.021818 0.736671549
GYLTL1B ENSG00000165905 11 45933172 45960647 21 4 123834 2.017 0.021849 0.736671549

COX18 ENSG00000163626 4 73911797 73945472 18 4 123834 2.0169 0.0218550.736671549

BRICDS ENSG00000182685 16 2249254 2271951 24 5 123834 2.016 0.021902 0.736671549

Cl8orf56 ENSG00000176912 18 631320 668340 41 8 123834 2.0144 0.021982 0.736671549

SIGLEC15 ENSG00000197046 18 43395477 43434045 41 6 123834 2.014 0.022007 0.736671549

SH3D21  ENSG00000214193 1 36761988 36800484 27 3 123834 2.0129 0.022061 0.736671549

SFTA3 ENSG00000229415 14 36932493 36993034 26 8 123834 2.0127 0.0220750.736671549

SYNGR4 ENSG00000105467 19 48857652 48889633 35 8 123834 2.0091 0.022264 0.736671549

NEDD8 ENSG00000129559 14 24676058 24711660 27 5 123834 2.0089 0.0222750.736671549

CDH19 ENSG00000071991 18 64158320 64281375 154 15 123834 2.0083 0.022306 0.736671549

BPIFC ENSG00000184459 22 32799834 32870471 153 32 123834 2.0082 0.02231 0.736671549

STK33 ENSG00000130413 11 8403418 8625836 619 20 123834 2.0069 0.022379 0.736671549

SLC45A4 ENSG00000022567 8 142207265 142328404 230 34 123834 2.0066 0.022394 0.736671549
EFR3A ENSG00000132294 8 132906335 133035889 291 16 123834 2.0058 0.022436 0.736671549
HIST3H2A ENSG00000181218 1 228635065 228655560 19 3 123834 2.0054 0.022458 0.736671549
HIST3H2BB ENSG00000196890 1 228635808 228656259 19 3 123834 2.0054 0.022458 0.736671549
BTN2A1  ENSG00000112763 6 26448150 26486849 73 12 123834 2.0052 0.022471 0.736671549

SVOPL ENSG00000157703 7 138269030 138396097 159 28 123834 2.0033 0.022571 0.736671549
REEP6 ENSG00000115255 19 1481165 1507926 27 4 123834 2.0017 0.022661 0.736671549

GPAM ENSG00000119927 10 113899624 113985135 103 11 123834 2.0012 0.022684 0.736671549
NOXRED1 ENSG00000165555 14 77850364 77899860 74 7 123834 2.0005 0.022721 0.736671549

IMPDH2 ENSG00000178035 3 49051758 49076841 8 2 123834 2.0002 0.022738 0.736671549

TBCEL ENSG00000154114 11 120884781 120971484 62 5 123834 2.0002 0.022738 0.736671549
PPP1IR32 ENSG00000162148 11 61238592 61268403 46 7 123834 1.9997 0.022768 0.736671549

CADPS ENSG00000163618 3 62374022 62871054 933 65 123834 1.9973 0.022895 0.736671549

PCDH18  ENSG00000189184 4 138430072 138463648 50 9 123834 1.996 0.022967 0.736671549
NME9 ENSG00000181322 3 137970279 138058728 23 6 123834 1.9948 0.02303 0.736671549
CASQ2 ENSG00000118729 1 116232628 116321402 241 17 123834 1.9941 0.02307 0.736671549
HTR5A-AS1 ENSG00000220575 7 154848777 154873267 34 3 123834 1.9939 0.02308 0.736671549
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CTSE ENSG00000196188 1 206307459 206342104 6 1 123834 1.9938 0.023087 0.736671549
TIFAB ENSG00000255833 5 134769908 134798089 68 10 123834 1.9937 0.023092 0.736671549
SPTBN4 ENSG00000160460 19 40962148 41092370 105 17 123834 1.9932 0.023118 0.736671549

AARS ENSG00000090861 16 70276198 70333446 16 6 123834 1.9929 0.023134 0.736671549

GOLT1A ENSG00000174567 1 204157288 204193220 44 9 123834 1.9911 0.023237 0.736671549
ZMYND11l ENSG00000015171 10 170405 310577 155 13 123834 1.9905 0.023269 0.736671549

ULK2 ENSG00000083290 17 19664142 19781249 116 2 123834 1.9903 0.023278 0.736671549

SESN3 ENSG00000149212 11 94888704 94975705 41 6 123834 1.9901 0.023289 0.736671549

RP1-170019.20 ENSG00000257184 7 27193154 27229632 23 6 123834 1.9894 0.023326 0.736671549

TUBGCP3 ENSG00000126216 13 113129325 113252481 242 12 123834 1.9893 0.023332 0.736671549
ABCCS5 ENSG00000114770 3 183627722 183745803 223 15 123834 1.9891 0.023346 0.736671549
SV2A ENSG00000159164 1 149864870 149899434 37 2 123834 1.9875 0.023432 0.736671549
IGSFS5S ENSG00000183067 21 41107334 41184023 285 14 123834 1.9872 0.023452 0.736671549

MRPL28  ENSG00000086504 16 407384 430527 71 9 123834 1.9863 0.0235 0.736671549

AP006621.5 ENSG00000255284 11 767578 794297 31 6 123834 1.986 0.023514 0.736671549

SLC4A4 ENSG00000080493 4 72043003 72447804 404 27 123834 1.9856 0.023539 0.736671549

SRRD ENSG00000100104 22 26869843 26900624 54 8 123834 1.9845 0.0236 0.736671549

C90orfl153 ENSG00000187753 9 88825180 88884572 76 13 123834 1.9845 0.023602 0.736671549

C7orf69 ENSG00000136275 7 47824889 47869445 79 12 123834 1.9843 0.023614 0.736671549

CCNC ENSG00000112237 6 99980256 100026849 110 11 123834 1.9833 0.0236650.736671549
AC023469.1 ENSG00000222031 2 151847734 151915288 136 12 123834 1.9822 0.023729 0.736671549
FKSG61  ENSG00000268156 14 77872741 77893115 31 5 123834 1.9818 0.023748 0.736671549

AC022498.1 ENSG00000213132 3 187886331 187908598 40 11 123834 1.9818 0.023753 0.736671549
AFTPH ENSG00000119844 2 64741465 64830139 104 4 123834 1.9815 0.02377 0.736671549

MON2 ENSG00000061987 12 62850597 63001363 297 15 123834 1.9799 0.023856 0.736671549

ARL6IP6 ENSG00000177917 2 153564407 153627767 82 10 123834 1.9776 0.023988 0.736671549
AC062017.1 ENSG00000222020 2 240313130 240334058 11 4 123834 1.9775 0.023993 0.736671549
REPIN1  ENSG00000214022 7 150055278 150081133 33 4 123834 1.9774 0.023997 0.736671549
UNC45B  ENSG00000141161 17 33464836 33526364 70 12 123834 1.9736 0.024212 0.736671549

LCE6A ENSG00000235942 1 152805344 152826459 9 2 123834 1.9729 0.024251 0.736671549
SMIM13  ENSG00000224531 6 11084266 11148964 140 11 123834 1.9728 0.024259 0.736671549

GPD1 ENSG00000167588 12 50487602 50515102 30 3 123834 1.9728 0.02426 0.736671549

NME7 ENSG00000143156 1 169091769 169347205 787 19 123834 1.9727 0.024263 0.736671549
POLM ENSG00000122678 7 44101846 44132139 47 3 123834 1.9724 0.024283 0.736671549

FEN1 ENSG00000168496 11 61550109 61574716 9 2 123834 1.9723 0.024286 0.736671549

ZNF620  ENSG00000177842 3 40537483 40570227 24 4 123834 1.9719 0.024311 0.736671549

DUXA ENSG00000258873 19 57655389 57688811 56 7 123834 1.9712 0.02435 0.736671549

MGST2 ENSG00000085871 4 140576922 140671899 147 29 123834 1.9704 0.024394 0.736671549
ZBTB18  ENSG00000179456 1 244204585 244230778 6 3 123834 1.9703 0.024401 0.736671549
SHE ENSG00000169291 1 154432248 154484589 65 6 123834 1.97 0.024418 0.736671549
MED23 ENSG00000112282 6 131885106 131959369 52 9 123834 1.9692 0.024463 0.736671549
TSPAN19 ENSG00000231738 12 85398094 85440055 10 2 123834 1.9692 0.024467 0.736671549

OR13A1 ENSG00000256574 10 45788102 45821056 116 6 123834 1.9691 0.024473 0.736671549

ACP2 ENSG00000134575 11 47250853 47280457 63 6 123834 1.9682 0.024524 0.736671549

NEDD8-MDP1 ENSG00000255526 14 24673161 24711558 31 6 123834 1.9676 0.024554 0.736671549

IQCF2 ENSG00000184345 3 51885645 51907440 58 5 123834 1.9659 0.024654 0.736671549

CTU1 ENSG00000142544 19 51590863 51621627 17 5 123834 1.9644 0.02474 0.736671549

ST3GAL2 ENSG00000157350 16 70403338 70483140 31 7 123834 1.9644 0.024742 0.736671549

FNBP4 ENSG00000109920 11 47728072 47798995 103 8 123834 1.9643 0.024745 0.736671549

TPD52L2 ENSG00000101150 20 62486596 62532898 65 7 123834 1.964 0.024763 0.736671549

SERPINA4 ENSG00000100665 14 95017428 95046250 86 11 123834 1.964 0.024765 0.736671549

TDRD1 ENSG00000095627 10 115929029 116002063 124 9 123834 1.9603 0.024978 0.7418466
DUSP16  ENSG00000111266 12 12618829 12725317 134 16 123834 1.9579 0.025122 0.744959401

ZNF20 ENSG00000132010 19 12193658 12261222 75 7 123834 1.956 0.025233 0.746248759

GLB1L ENSG00000163521 2 220091328 220120200 37 4 123834 1.9558 0.025244 0.746248759
LRRIQ1  ENSG00000133640 12 85420092 85667002 196 10 123834 1.953 0.025409 0.748874006

ZNF394 ENSG00000160908 7 99074142 99107947 26 5 123834 1.9524 0.025447 0.748874006

RTCB ENSG00000100220 22 32773569 32818242 134 20 123834 1.9523 0.025451 0.748874006

TMIGD2 ENSG00000167664 19 4282229 4312428 24 6 123834 1.9508 0.025541 0.749190508

SLC26A1 ENSG00000145217 4 962861 997228 51 10 123834 1.9506 0.025551 0.749190508

B3GALNT2 ENSG00000162885 1 235603238 235677781 140 12 123834 1.9501 0.02558 0.749190508
MAP2K1  ENSG00000169032 15 66669155 66794650 293 16 123834 1.9486 0.025671 0.750235279

FAM114A1 ENSG00000197712 4 38859298 38957360 217 15 123834 1.9466 0.025793 0.750235279

COCH ENSG00000100473 14 31333720 31374271 32 11 123834 1.9461 0.025822 0.750235279

C2CD5 ENSG00000111731 12 22591517 22707480 141 3 123834 1.9449 0.025895 0.750235279

SPATA4 ENSG00000150628 4 177095789 177126822 55 11 123834 1.9445 0.025918 0.750235279
RAB22A  ENSG00000124209 20 56874752 56952563 155 16 123834 1.9442 0.025933 0.750235279

ADHS5 ENSG00000197894 4 99982132 100019952 131 11 123834 1.9429 0.026012 0.750235279

SPEG ENSG00000072195 2 220289568 220373009 52 7 123834 1.9428 0.02602 0.750235279
EMCN ENSG00000164035 4 101306498 101811283 1162 42 123834 1.9421 0.026065 0.750235279
ABCC10 ENSG00000124574 6 43385104 43428168 63 10 123834 1.9409 0.0261350.750235279

ELAVL4 ENSG00000162374 1 50503686 50679458 134 17 123834 1.9405 0.026161 0.750235279

C1QTNF4 ENSG00000172247 11 47601216 47626211 22 6 123834 1.9404 0.026164 0.750235279

MCOLN1  ENSG00000090674 19 7577512 7608895 12 4 123834 1.9403 0.026173 0.750235279

PTK2B ENSG00000120899 8 27158999 27326903 313 17 123834 1.9397 0.026208 0.750235279

GPR27 ENSG00000170837 3 71793201 71815647 15 5 123834 1.9391 0.026243 0.750235279

LMX1A ENSG00000162761 1 165161104 165335952 255 32 123834 1.9382 0.026297 0.750235279
ITIH3 ENSG00000162267 3 52818784 52853025 41 5 123834 1.937 0.026374 0.750235279

RNF19B  ENSG00000116514 1 33392046 33440286 58 5 123834 1.9363 0.026414 0.750235279

KCTD13  ENSG00000174%43 16 29906333 29948356 30 3 123834 1.936 0.026437 0.750235279

TMEM239 ENSG00000241690 20 2785614 2808712 8 3 123834 1.9352 0.026484 0.750235279

TMEM239 ENSG00000198326 20 2785614 2810930 8 3 123834 1.9352 0.026484 0.750235279

C20orfl4l ENSG00000258713 20 2785633 2806479 8 3 123834 1.9352 0.026484 0.750235279

PDAP1 ENSG00000106244 7 98979671 99016452 45 5 123834 1.9334 0.026592 0.751351834

ATP4A ENSG00000105675 19 36030945 36064560 42 11 123834 1.9332 0.026605 0.751351834

TNFSF14 ENSG00000125735 19 6653148 6680599 17 5 123834 1.9326 0.026642 0.751351834

CENPBD1 ENSG00000177946 16 90026206 90048942 70 11 123834 1.9298 0.026814 0.75508224

PCSK4 ENSG00000115257 19 1471427 1500751 27 5 123834 1.9283 0.026908 0.755085102

DHODH ENSG00000102967 16 72032487 72068954 63 11 123834 1.9275 0.026958 0.755085102

FAM111B ENSG00000189057 11 58864658 58904883 30 3 123834 1.9275 0.02696 0.755085102

DES ENSG00000175084 2 220273099 220301461 16 3 123834 1.9273 0.026973 0.755085102
CLDN8 ENSG00000156284 21 31576324 31598391 35 10 123834 1.9249 0.027123 0.757472987

SLC16A6 ENSG00000108932 17 66253167 66297408 33 7 123834 1.9246 0.027138 0.757472987

ZNF322 ENSG00000181315 6 26626518 26669980 88 9 123834 1.9227 0.027259 0.758857846

CTD-2207023.10 ENSG00000268614 19 7588481 7614945 22 4 123834 1.9219 0.027312 0.758857846

STAP2 ENSG00000178078 19 4314040 4352783 61 10 123834 1.9206 0.027389 0.758857846

PRUNE ENSG00000143363 1 150970896 151018189 52 11 123834 1.9206 0.027391 0.758857846
STX19 ENSG00000178750 3 93723213 93757454 20 5 123834 1.9205 0.0274 0.758857846

FAM63B  ENSG00000128923 15 59053391 59164099 147 13 123834 1.9192 0.027481 0.758857846
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SEMA6C  ENSG00000143434 1 151094161 151129104 36
CXXC5 ENSG00000171604 5 139016884 139073467 38
PEX16 ENSG00000121680 11 45921220 45950363 15 3 123834
AHSA1 ENSG00000100591 14 77914213 77945817 40 7 123834
EGFL8 ENSG00000241404 6 32122360 32146058 23 7 123834
ZNF124 ENSG00000196418 1 2472752177 247345318 147
VPS9D1  ENSG00000075399 16 89763542 89797394 41 12 123834
FAM163B ENSG00000196990 9 136434079 136461319 32
PPMI1A ENSG00000100614 14 60702470 60775805 102 6 123834
SETD1IB  ENSG00000139718 12 122232086 122280562 31
LCE1A ENSG00000186844 1 152789949 152810573 8
ST8SIAS5 ENSG00000101638 18 44249081 44349220 173 40 123834
CLSTN1  ENSG00000171603 1 9779084 9894584 89 5 123834
XPO7 ENSG00000130227 8 21767180 21874096 106 9 123834
TSR1 ENSG00000167721 17 2215797 2250801 15 7 123834
ANKRD17 ENSG00000132466 4 73929093 74134515 70 9 123834
PPDPF ENSG00000125534 20 62142077 62163559 50 11 123834
PPT2 ENSG00000221988 6 32111218 32144011 31 9 123834
HIST1H2BI ENSG00000168242 6 26263144 26283622 39 6

NEK8 ENSG00000160602 17 27042915 27080473 25 4 123834
EVALB ENSG00000142694 1 36777632 36799755 15 3 123834
MYO5B ENSG00000167306 18 47339183 47731463 1029 44 123834
CPSF4L  ENSG00000187959 17 71234588 71268491 48 3 123834
DNAJC6  ENSG00000116675 1 65703902 65891552 321 24 123834
GMPPA ENSG00000144591 2 220353589 220381710 24
GALNT18 ENSG00000110328 11 11282423 11653552 527 86 123834
Cdorfd7 ENSG00000205129 4 186337394 186380980 97
STXBP5 ENSG00000164506 6 147515561 147716866 197
RP11-268J15.5 ENSG00000116883 1 36779335 36804822 14 3
CCNL2 ENSG00000221978 1 1311091 1344708 60 6 123834
TNFRSF25 ENSG00000215788 1 6511211 6536255 18 4 123834
EPHB6 ENSG00000106123 7 142542792 142578847 64
ZDBF2 ENSG00000204186 2 207129387 207189148 64

DXO ENSG00000204348 6 31927587 31950069 31 10 123834
STK19 ENSG00000204344 6 31928868 31960598 31 10 123834
DGKZ ENSG00000149091 11 46344455 46412104 34 5 123834
SRCRB4D ENSG00000146700 7 76008651 76049012 112 11 123834
DGKQ ENSG00000145214 4 942675 990683 61 10 123834
COL8A2 ENSG00000171812 1 36550837 36600821 39 5 123834
Clorfl62 ENSG00000143110 1 112006414 112031134 29
CEP57L1 ENSG00000183137 6 109406313 109495135 65
HCN4 ENSG00000138622 15 73602200 73671605 94 11 123834
SLC22A12 ENSG00000197891 11 64348113 64379820 48 4 123834
LSM2 ENSG00000204392 6 31755173 31784761 47 16 123834
APPL1 ENSG00000157500 3 57251765 57317496 73 8 123834
HTRS5A ENSG00000157219 7 154852034 154887459 66
ANXA9 ENSG00000143412 1 150944493 150978110 48
SEC16A ENSG00000148396 9 139324549 139382141 83
PRKD3 ENSG00000115825 2 37467645 37561951 268 14 123834
ABCG5 ENSG00000138075 2 44029611 44076004 100 13 123834
ABCE1 ENSG00000164163 4 146009084 146060331 24
CLIC1 ENSG00000213719 6 31688358 31717540 28 11 123834
SIK1 ENSG00000142178 21 44824395 44857008 43 6 123834
COX14 ENSG00000178449 12 50495762 50524240 39 3 123834
OSGIN1 ENSG00000140%61 16 83971887 84009937 77 12 123834
HIST1H3G ENSG00000256018 6 26261146 26281612 41 7 123834
ZKSCAN5 ENSG00000196652 7 99092274 99142323 42 7 123834
POC1A ENSG00000164087 3 52099269 52198706 76 5 123834
ALPK3 ENSG00000136383 15 85349911 85426713 122 21 123834
S100A4 ENSG00000196154 1 153506089 153532612 33
S100A3  ENSG00000188015 1 153509805 153531848 33
AL590483.1 ENSG00000268146 1 244217632 244241211
TMEM87B ENSG00000153214 2 112802800 112886895 120
ASCL4 ENSG00000187855 12 108158162 108180421 31
RECQL5 ENSG00000108469 17 73612925 73673269 65 4 123834
FAM26D ENSG00000164451 6 116840174 116890031 78
BPIFA2 ENSG00000131050 20 31739574 31779218 35 2 123834
SMPD3 ENSG00000103056 16 68382231 68492591 121 11 123834
PRPF3 ENSG00000117360 1 150283925 150335671 114
RNF182 ENSG00000180537 6 13914677 13990533 65 4 123834
MED9 ENSG00000141026 17 17370300 17406540 52 6 123834
NDUFAF3 ENSG00000178057 3 49047892 49070928 4 2 123834
TMPO ENSG00000120802 12 98899290 98954157 113 15 123834
CRADD ENSG00000169372 12 94061151 94298616 242 35 123834
FKTN ENSG00000106692 9 108310411 108413399 141
KDM2A ENSG00000173120 11 66876740 67035558 90 7 123834
IL17RC  ENSG00000163702 3 9948758 9985314 34 5 123834
RHOJ ENSG00000126785 14 63660832 63769937 182 19 123834
CCL20 ENSG00000115009 2 228668558 228692272 9
DALRD3  ENSG00000178149 3 49042921 49069726 6 2 123834
RAP2A ENSG00000125249 13 98076476 98131382 33 3 123834
GYs1 ENSG00000104812 19 49461382 49506567 32 5 123834
SLC25A20 ENSG00000178537 3 48884369 48946426 41 4 123834
KCNMB1  ENSG00000145936 5 169791675 169826681 34
ECHDC3  ENSG00000134463 10 11774365 11816069 88 7 123834
ZSCAN10 ENSG00000130182 16 3128891 3159318 30 6 123834
COL4A3  ENSG00000169031 2 228019281 228189508 573
ICK ENSG00000112144 6 52856077 52936600 91 12 123834
NRXN2 ENSG00000110076 11 64363646 64500660 109 6 123834
TIAF1 ENSG00000221995 17 27390537 27428537 52 4 123834
OR2W3 ENSG00000238243 1 248021277 248070449 130
PYDC1 ENSG00000169900 16 31217283 31238680 1 1 123834
ATP6V1G3 ENSG00000151418 1 198482352 198520075 71
ARL13B ENSG00000169379 3 93688983 93784512 54 8 123834
NLEL ENSG00000073536 17 33445772 33479334 15 6 123834
HOXB4 ENSG00000182742 17 46642875 46667473 38 9 123834
DMRTC2 ENSG00000142025 19 42338806 42366401 24 2 123834
PCDH20  ENSG00000197991 13 61973818 62012220 39 4 123834
SLC5A8  ENSG00000256870 12 101539271 101614185 117
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PEX11G ENSG00000104883 19 7531761 7572335
ASPHD1 ENSG00000174939 16 29901696 29941185
ADAMTS12 ENSG00000151388 5 33513640 33902297
SMIM4 ENSG00000168273 3 52558029 52623253
SLC47A1 ENSG00000142494 17 19388698 19492347
ELFN1 ENSG00000225968 7 1717755 1797590
SLC35G3 ENSG00000164729 17 33509539 33531412
BTRC ENSG00000166167 10 103103820
SAP30BP ENSG00000161526 17 73653196 73714142
FOXP1 ENSG00000114861 3 70993844 71643140
AC073657.1 ENSG00000268632 15 42063346
HPS4 ENSG00000100099 22 26829389 26889803
PTPRZ1 ENSG00000106278 7 121503143

CELSR3 ENSG00000008300 3 48663902 48710348
TNN ENSG00000120332 1 175026994

SPDYE1L ENSG00000136206 7 44030488 44059721
SYCP1 ENSG00000198765 1 115387424
PCDHGC5 ENSG00000240764 5 140858808

PRKCQ ENSG00000065675 10 6459105 6632263
ACVR2A  ENSG00000121989 2 148592086
ARHGAP26 ENSG00000145819 5 142139949

GPR153 ENSG00000158292 1 6297406 6331035
CABLES1 ENSG00000134508 18 20704528 20850431
UPF3A ENSG00000169062 13 115037059

ADCY6 ENSG00000174233 12 49149975 49192820
DEGS2 ENSG00000168350 14 100602756

OTOG ENSG00000188162 11 17558920 17678697
ZP3 ENSG00000188372 7 76016835 76081388
PSG11 ENSG00000243130 19 43501808 43540664
RYR1 ENSG00000196218 19 38914339 39088204
ATP5GL ENSG00000159199 17 46960127 46983233
VPS33B  ENSG00000184056 15 91531646 91575833
SSR2 ENSG00000163479 1 155968839

ZNF362 ENSG00000160094 1 33712146 33776320
E2F3 ENSG00000112242 6 20392398 20503941
RARB ENSG00000077092 3 25205823 25649423
MTUS1 ENSG00000129422 8 17491304 17668426
TRAPPC3L ENSG00000173626 6 116806152

PIGH ENSG00000100564 14 68038672 68077004
MGST1 ENSG000000083%94 12 16490076 16772193
Cl0orf71 ENSG0O0000177354 10 50497187 50545537
HCRTR1 ENSG00000121764 1 32073287 32108119
ASB2 ENSG00000100628 14 94390499 94453137
PARL ENSG00000175193 3 183537173
MRPS18C ENSG00000163319 4 84367085 84400888
OR11G2 ENSG00000196832 14 20655495 20676605
RRP12 ENSG00000052749 10 99106115 99171127
BDKRB1 ENSG00000100739 14 96712161 96745304
S0Cs7 ENSG00000174111 17 36498111 36566019
RSRC2 ENSG00000111011 12 122979190
SERPINE3 ENSG00000253309 13 51899909 51948871
CCDC102A ENSG00000135736 16 57536090 57580511
OLFM1 ENSG00000130558 9 137957268

SLFN5 ENSG00000166750 17 33560055 33610674
SERPINAL2 ENSG00000165953 14 94943611
OR2V2 ENSG00000182613 5 180571943

SPRED2 ENSG00000198369 2 65527985 65669771
RASD1 ENSG00000108551 17 17387751 17409709
OBP2B ENSG00000171102 9 136070664

TPRX1 ENSG00000178928 19 48294500 48332308
ZNF536 ENSG00000198597 19 30709197 31214445
COL19A1 ENSG00000082293 6 70566463 70929679
FLJ27365 ENSG00000197182 22 46439749 46519808
PTRH2 ENSG00000141378 17 57741997 57794987
SLC6Al6 ENSG00000063127 19 49782895 49838482
LYSMD1 ENSG00000163155 1 151122224

STRAS8 ENSG00000146857 7 134906731

RCVRN ENSG00000109047 17 9789637 9818938
FADS2 ENSG00000134824 11 61550452 61644826
SMIMS ENSG00000204323 17 73619514 73647484
MEOX2 ENSG00000106511 7 15640837 15736437
YWHAH ENSG00000128245 22 32330447 32363590
HSPA12A ENSG00000165868 10 118420703

ADCY5 ENSG00000173175 3 122991143

CRYZ ENSG00000116791 1 75161170 75209092
C2orf50 ENSG00000150873 2 11263179 11296916
CDs2 ENSG00000101290 20 5097432 5188533
RP11-529K1.3 ENSG00000260537 16 70323097
OR6GF1 ENSG00000169214 1 247865045
FAM181A ENSG00000140067 14 94375240 94405954
AP001094.1 ENSG00000268046 18 8326437
AC074389.6 ENSG00000205971 7 1722446
SLC44A4 ENSG00000204385 6 31820969 31856823
POLR2F  ENSG00000100142 22 38338614 38447922
AFP ENSG00000081051 4 74286855 74331891
USH2A ENSG00000042781 1 215786236

PRRT1 ENSG00000204314 6 32106136 32132150
SKIV2L  ENSG00000204351 6 31916857 31947532
PRNP ENSG00000171867 20 4656882 4692236
ADIG ENSG00000182035 20 37199838 37227106
ZNF773 ENSG00000152439 19 58001283 58039772
VWA2 ENSG00000165816 10 115989018

S100A5 ENSG00000196420 1 153499623
GADD45G ENSG00000130222 9 92209928 92231470
Clorfl31 ENSG0O0000143633 1 231349509
PRKARIB ENSG00000188191 7 578834 777287
AMZ1 ENSG00000174945 7 2709156 2825134
NOTCH4 ENSG00000204301 6 32152620 32201844
SHISA3 ENSG00000178343 4 42389856 42414504

57 11
26 3
512 48
123 8
43 10
68 9
32 5
103327078
50 5
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42086229 28
112 11
121712090
32 2
175127202
13 2
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177 7
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136094630
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494 57
513 38
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16 3
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48 8
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194 16
68 12
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123178605
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93 10
le4 16
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42 9
8347038 36
1743961 27
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60 6
216606738
33 11
37 11
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39 8
180 5
116061272
153524241
11 4
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246 32
207 21
151 26
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123834
123834
123834
123834
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123834
365
123834
123834
7
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123834
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123834
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123834
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123834
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.03553 0.781042016
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.03569 0.781202642
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.781202642
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0.033482 0.

0.033777 0.

0.034123 0.

0.03432 0.

0.034441 0.

0.034556 0.

0.034755 0.

0.034842 0.

0.034973 0.
0.034995 0.

0.035319 0.
0.035387 0.

0.035543 0.

0.035838 0.

0.036174 0.
0.036186 0.

0.036278 0.

778528598

778528598

778528598

778528598
778528598

778528598
778528598

778528598

778528598

778528598

778528598

778528598

778528598

778528598

778528598

778528598

778528598
778528598

781042016
781042016

781042016

781202642

782506812
782506812

782715351



GPATCH2 ENSG00000092978 1 217590334 217814424 268 217 123834 1.7923 0.036541 0.783940551
Cl50rf39 ENSG00000167173 15 75477984 75514510 14 3 123834 1.7918 0.036584 0.78397821

MAPK8IP1 ENSG00000121653 11 45897202 45938016 20 7 123834 1.7896 0.036759 0.785358565

RASAL3  ENSG00000105122 19 15552435 15585382 20 4 123834 1.7894 0.036778 0.785358565

C8orfl7 ENSG00000250733 8 140933416 140956190 28 4 123834 1.7889 0.036812 0.785358565
RCCD1 ENSG00000166965 15 91488100 91516349 48 9 123834 1.7888 0.036821 0.785358565

IDUA ENSG00000127415 4 970785 1008316 42 11 123834 1.7884 0.0368550.785358565

DIDO1 ENSG00000101191 20 61499090 61579304 159 20 123834 1.7878 0.036904 0.785522096

LCTL ENSG00000188501 15 66829517 66868317 78 12 123834 1.7867 0.03699 0.785536856

CAPN15 ENSG00000103326 16 567717 614636 44 7 123834 1.7864 0.037017 0.785536856

ANAPC10 ENSG00000164162 4 145878264 146029693 97 10 123834 1.786 0.037046 0.785536856
SMIM20  ENSG00000250317 4 25853452 25941435 103 13 123834 1.7857 0.03707 0.785536856

RPL11 ENSG00000142676 1 24008269 24032915 2 1 123834 1.7838 0.037228 0.787109659

TCEB3C  ENSG00000183791 18 44544573 44566449 15 3 123834 1.7817 0.037396 0.787109659

PCDHGC4 ENSG00000242419 5 140854741 140902546 66 15 123834 1.7816 0.037408 0.787109659
ABCC2 ENSG00000023839 10 101532489 101621949 161 13 123834 1.7814 0.037421 0.787109659
SEFXN5 ENSG00000144040 2 73159165 73312747 150 8 123834 1.7813 0.037428 0.787109659

KRTAP13-1 ENSG00000198390 21 31758392 31779136 14 3 123834 1.781 0.037459 0.787109659

MC1R ENSG00000258839 16 89968527 89997385 68 9 123834 1.7801 0.037528 0.787109659

HYAL3 ENSG00000186792 3 50320262 50346899 12 3 123834 1.7799 0.037545 0.787109659

PGAM1 ENSG00000171314 10 99175917 99203198 39 8 123834 1.779 0.037618 0.787109659

ITIH1 ENSG00000055957 3 52801603 52836078 43 4 123834 1.7788 0.037637 0.787109659

SEC11A  ENSG00000140612 15 85202775 85269947 94 13 123834 1.7778 0.037714 0.787109659

GNG12 ENSG00000172380 1 68157149 68309150 199 24 123834 1.7775 0.037742 0.787109659

AKNA ENSG00000106948 9 117086436 117166685 72 9 123834 1.7775 0.0377450.787109659
ORS5AC2 ENSG00000196578 3 97796017 97816946 53 4 123834 1.777 0.037787 0.787109659

GALK1 ENSG00000108479 17 73737675 73771792 16 6 123834 1.7769 0.037791 0.787109659

UBXN7 ENSG00000163960 3 196064533 196169345 90 10 123834 1.7756 0.037897 0.787109659
PKIG ENSG00000168734 20 43150426 43262888 143 12 123834 1.7756 0.037897 0.787109659

PEF1 ENSG00000162517 1 32085463 32120497 36 4 123834 1.7753 0.037927 0.787109659

PCBP1 ENSG00000169564 2 70304585 70326332 30 2 123834 1.7752 0.037931 0.787109659

TMEM254 ENSG00000133678 10 81828402 81862313 117 15 123834 1.7747 0.037977 0.787204816

AL135998.1 ENSG00000215306 14 23276463 23301750 40 8 123834 1.7736 0.038068 0.787684074

NPIPB8 ENSG00000255524 16 28638975 28680003 7 1 123834 1.7734 0.038083 0.787684074

NTM ENSG00000182667 11 131230373 132216716 1169 134 123834 1.7722 0.038184 0.788127622
TCEB3B  ENSG00000206181 18 44548943 44571988 22 4 123834 1.772 0.038194 0.788127622

FTL ENSG00000087086 19 49458558 49480135 19 4 123834 1.7713 0.0382550.788127622

CCDC154 ENSG00000197599 16 1474384 1504557 78 10 123834 1.7708 0.038297 0.788127622

GK2 ENSG00000196475 4 80317508 80339372 10 3 123834 1.77 0.038363 0.788127622

CHIC2 ENSG00000109220 4 54865956 54940857 48 2 123834 1.7694 0.038411 0.788127622

EXOSC6  ENSG00000223496 16 70274134 70295833 6 4 123834 1.769 0.038446 0.788127622

FIGN ENSG00000182263 2 164439906 164602522 146 20 123834 1.7684 0.038494 0.788127622
HES3 ENSG00000173673 1 6294252 6315638 11 3 123834 1.7679 0.0385350.788127622

SCAF11l ENSG00000139218 12 46302914 46395903 48 5 123834 1.7678 0.03855 0.788127622

WDR66 ENSG00000158023 12 122345768 122451833 225 19 123834 1.7673 0.03859 0.788127622
LAMB3 ENSG00000196878 1 209778215 209835811 102 14 123834 1.7671 0.038602 0.788127622
AC011239.1 ENSG00000224361 2 23719913 23757214 61 10 123834 1.7666 0.038645 0.78815897

CREB3L1 ENSG00000157613 11 46289212 46352972 14 4 123834 1.7657 0.03872 0.788386183

ADAMTS6 ENSG00000049192 5 64434563 64787747 514 29 123834 1.7648 0.0388 0.788386183

KCNH2 ENSG00000055118 7 150632049 150685403 42 8 123834 1.7644 0.038829 0.788386183
LGALS16 ENSG00000249861 19 40136534 40161287 24 3 123834 1.764 0.0388650.788386183

PRRG2 ENSG00000126460 19 50073903 50104272 46 4 123834 1.7636 0.038897 0.788386183

HSPALIL  ENSG00000204390 6 31767396 31793437 36 13 123834 1.7635 0.0389050.788386183

CDKL4 ENSG00000205111 2 39392787 39466729 120 7 123834 1.763 0.038947 0.78839678

MARCKS  ENSG00000155130 6 114168541 114194648 19 6 123834 1.7616 0.03907 0.790045277
AL355531.2 ENSG00000268421 10 131298884 131319525 124 8 123834 1.7601 0.039194 0.790454634
USHBP1  ENSG00000130307 19 17349985 17403595 120 15 123834 1.7599 0.039212 0.790454634

ECI2 ENSG00000198721 6 4105923 4145831 87 8 123834 1.7599 0.0392150.790454634

ZNHIT1  ENSG00000106400 7 100850949 100877471 37 6 123834 1.759 0.03929 0.791114971
VPS72 ENSG00000163159 1 151132463 151177797 20 5 123834 1.7585 0.039331 0.791114971
TUBA4A  ENSG00000127824 2 220104433 220152892 48 6 123834 1.7575 0.039417 0.791672161
MMS19 ENSG00000155229 10 99208081 99268551 52 7 123834 1.7572 0.039442 0.791672161

SMCP ENSG00000163206 1 152840793 152867523 14 4 123834 1.7566 0.039494 0.791879696
CD84 ENSG00000066294 1 160500885 160559306 181 16 123834 1.7557 0.039574 0.792479697
SLC22A8 ENSG00000149452 11 62746626 62793311 42 11 123834 1.7551 0.039618 0.792479697

ARHGDIB ENSG00000111348 12 15084951 15124662 23 5 123834 1.7548 0.039649 0.792479697

PIP5K1A ENSG00000143398 1 151160425 151232012 53 5 123834 1.7535 0.039761 0.793402176
SNF'8 ENSG00000159210 17 46996678 47032479 102 7 123834 1.7524 0.039854 0.793402176

SMG5 ENSG00000198952 1 156209015 156262620 55 4 123834 1.7515 0.039927 0.793402176
LTBP2 ENSG00000119681 14 74954873 75089306 148 21 123834 1.7514 0.039943 0.793402176

CACNALIC ENSG00000151067 12 2069952 2812108 1066 100 123834 1.7512 0.039953 0.793402176

TMEM115 ENSG00000126062 3 50382180 50407041 5 1 123834 1.751 0.039976 0.793402176

Cl70rf80 ENSG00000141219 17 71218372 71255091 92 3 123834 1.7505 0.040019 0.793402176

HESX1 ENSG00000163666 3 57221944 57270549 42 5 123834 1.7495 0.040105 0.793402176

FAM153C ENSG00000204677 5 177423406 177492560 33 6 123834 1.7486 0.040176 0.793402176
UNC119 ENSG00000109103 17 26863725 26889686 3 2 123834 1.7486 0.040176 0.793402176

ACTRT3  ENSG00000184378 3 169474709 169497683 17 2 123834 1.7486 0.040184 0.793402176
RAB35 ENSG00000111737 12 120522899 120565306 44 7 123834 1.7478 0.040248 0.793402176
M6PR ENSG00000003056 12 9082959 9112551 56 5 123834 1.7478 0.040253 0.793402176

TMEM81  ENSG00000174529 1 205042258 205063645 52 8 123834 1.7473 0.040292 0.793402176
SOCs6 ENSG00000170677 18 67946137 68007436 128 17 123834 1.7468 0.040338 0.793402176

ASPHD2 ENSG00000128203 22 26815239 26850981 55 9 123834 1.7465 0.040363 0.793402176

ITGA9 ENSG00000144668 3 37483606 37875005 552 51 123834 1.745 0.040493 0.794503271

MBLAC2 ENSG00000176055 5 89744020 89780585 32 4 123834 1.7442 0.040566 0.794503271

EPG5 ENSG00000152223 18 43417574 43557240 233 18 123834 1.7432 0.040649 0.794503271

ABCD4 ENSG00000119688 14 74742126 74779759 40 4 123834 1.743 0.040668 0.794503271

GRB2 ENSG00000177885 17 73304157 73411790 217 10 123834 1.7427 0.040694 0.794503271

UBXN6 ENSG00000167671 19 4434996 4467819 54 6 123834 1.7424 0.040719 0.794503271

CLUL1 ENSG00000079101 18 586988 660334 41 11 123834 1.7422 0.040736 0.794503271

MOCS1 ENSG00000124615 6 39857354 39912290 85 11 123834 1.7417 0.040778 0.794503271

REPS1 ENSG00000135597 6 139214630 139319398 278 11 123834 1.7415 0.040796 0.794503271
NAT6 ENSG00000243477 3 50323833 50346852 11 3 123834 1.7411 0.040837 0.794503271

MAN2A2 ENSG00000196547 15 91435448 91475814 53 8 123834 1.7405 0.040888 0.79468211

WNT4 ENSG00000162552 1 22433798 22480462 85 13 123834 1.7397 0.040958 0.794844735

NOB1 ENSG00000141101 16 69765770 69798843 41 7 123834 1.7394 0.04098 0.794844735

SHD ENSG00000105251 19 4268598 4300721 21 5 123834 1.7388 0.041039 0.795177688

EXO0SC2 ENSG00000130713 9 133559108 133590248 54 3 123834 1.7382 0.041091 0.795374468
TRPV6 ENSG00000165125 7 142558956 142593507 72 4 123834 1.7366 0.041227 0.796095297
STAT5B  ENSG00000173757 17 40341186 40438725 50 3 123834 1.7365 0.041241 0.796095297
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AGPAT5 ENSG00000155189 8
CTB-133G6.1 ENSG00000263264
FAM120A0S ENSG00000188938
UNC45A  ENSG00000140553 15
ZNF383 ENSG00000188283 19
IDH2 ENSG00000182054 15
TMEM222 ENSG00000186501 1
GAK ENSG00000178950 4
POLR1B  ENSG00000125630 2
VMO1 ENSG00000182853 17
RPGRIP1 ENSG00000092200 14
MC2R ENSG00000185231 18
RFTN1 ENSG00000131378 3
ACE ENSG00000159640 17
POLE4 ENSG00000115350 2
LRRN1 ENSG00000175928 3
UBE2D3 ENSG00000109332 4
PRRT4 ENSG00000224940 7
NAA20 ENSG00000173418 20
SP5 ENSG00000204335 2
CNOT6L  ENSG00000138767 4
AGBL2 ENSG00000165923 11
OTUD4 ENSG00000164164 4
PTK6 ENSG00000101213 20
SLC12A9 ENSG00000146828 7
SNRPB2 ENSG00000125870 20
HIF1A ENSG00000100644 14
CTF1 ENSG00000150281 16
RP11-181C3.1 ENSG00000245017
TRAPPC11 ENSG00000168538 4
CCDC85C ENSG00000205476 14
ALPPL2 ENSG00000163286 2
RPRD2 ENSG00000163125 1
CYB5D1 ENSG00000182224 17
ALB ENSG00000163631 4
NDUFAF2 ENSG00000164182 5
AL645608.1 ENSG00000268179
RABL6 ENSG00000196642 9
RNF157 ENSG00000141576 17
NPEPPS ENSG00000141279 17
SESN1 ENSG00000080546 6
TLE3 ENSG00000140332 15
MAP4K1 ENSG00000104814 19
ARHGAP28 ENSG00000088756 18
c2 ENSG00000166278 6
B3GNTL1 ENSG00000175711 17
HDAC4 ENSG00000068024 2
SCRN2 ENSG00000141295 17
Clorf229 ENSG00000221953 1
WDR92 ENSG00000243667 2
RBM27 ENSG00000091009 5
SH3RF3 ENSG00000172985 2
IFRD2 ENSG00000214706 3
DSTYK ENSG00000133059 1
KCNA7 ENSG00000104848 19
TMEM155 ENSG00000164112 4
TBRG1 ENSG00000154144 11
CYB561D2 ENSG00000114395 3
FBXL14 ENSG00000171823 12
MTCH2 ENSG00000109919 11
PPIE ENSG00000084072 1
CTDSPL  ENSG00000144677 3
PHF21A  ENSG00000135365 11
INO8OD ENSG00000114933 2
PLXNA4 ENSG00000221866 7
00sP1 ENSG00000214788 11
AP3B1 ENSG00000132842 5
IRF2BP2 ENSG00000168264 1
IRF3 ENSG00000126456 19
PAXS8 ENSG00000125618 2
RNF111 ENSG00000157450 15
POMC ENSG00000115138 2
SYTL1 ENSG00000142765 1
ZMYND10 ENSG00000004838 3
ACHE ENSG00000087085 7
L3MBTL3 ENSG00000198945 6
STXBP3 ENSG00000116266 1
ANKRD13D ENSG00000172932 11
RP4-758J18.2 ENSG00000224870
CHAF1A  ENSG00000167670 19
RGPD8 ENSG00000169629 2
PLA2Gl6 ENSG00000176485 11
LASP1 ENSG00000002834 17
CHRNB2 ENSG00000160716 1
LRRC31 ENSG00000114248 3
SP1 ENSG00000185591 12
MYNN ENSG00000085274 3
FAM120A ENSG00000048828 9
FAM107B ENSG00000065809 10
UBE27Z ENSG00000159202 17
NELFE ENSG00000204356 6
MOCS3 ENSG00000124217 20
MUC6 ENSG00000184956 11
LARP7 ENSG00000174720 4
Cl0orfl18 ENSG00000165813
TXNDC11l ENSG00000153066 16
KRT16 ENSG00000186832 17
FIBIN ENSG00000176971 11
DNAJBY ENSG00000128590 7

6555878 6627184 101 15 123834
19 7403848 7458271 115 7

9 96198776 96225874 66 10
91463410 91507323 69 6 123834
37698828 37744828 49 7 123834
90616277 90655736 39 4 123834
27638651 27672891 45 7 123834
833064 936161 226 26 123834
113289492 113344635 110
4678580 4699728 25 6 123834
21746098 21829460 125 17 123834
13872043 13925706 81 6 123834
16345081 16565533 316 42 123834
61544422 61609205 38 4 123834
75175619 75207255 54 8 123834
3831121 3899387 59 12 123834
103705540 103800053 149
127980379 128011739 23
19987760 20024299 50 7 123834
171561861 171584588 31
78624541 78750769 163 11 123834
47671143 47746941 91 8 123834
146021990 146111313 41
62149778 62178723 53 7 123834
100414442 100474631 84
16700606 16732421 46 10 123834
62152231 62224976 92 9 123834
30897928 30924881 10 3 123834
12 98869322 98907633 95 14
184570420 184644745 135
99967603 100080363 220 17
233261553 233285424 28
150325567 150459042 332
7751064 7775600 25 6 123834
74252831 74297129 62 5 123834
60230956 60458853 435 16 123834
1 851264 876445 52 7
139692374 139745639 18
74128534 74246454 131 15 123834
45590308 45710642 135 10 123834
109297640 109426022 186
70330129 70400515 50 8 123834
39068281 39119522 62 7 123834
6719717 6925715 232 31 123834
31855562 31923449 93 19 123834
80890031 81019686 347 35 123834
239959864 240333348 560
45905058 45928699 34 8 123834
247263462 247285719 39
68340068 68394692 54 7 123834
145573113 145728814 198
109735804 110272207 677
50315163 50340349 7 2 123834
205101632 205190727 182
49560675 49586198 38 5 123834
122670088 122696582 69
124482732 124515287 12
50378126 50405891 6 1 123834
1665159 1713331 53 11 123834
47628867 47674175 36 7 123834
40147854 40239586 126 25 123834
37893451 38035960 212 21 123834
45940871 46152985 258 11 123834
206848445 206961027 200
131798091 132343447 873
59695928 59722807 7 3 123834
77286349 77600579 506 14 123834
234730015 234755271 34
50152826 50179132 16 3 123834
113963574 114046527 155
59147374 59399618 305 20 123834
25373722 25401772 25 7 123834
27658513 27690421 47 7 123834
50368541 50394283 9 1 123834
100477615 100504594 43
130324844 130472594 241
109279296 109362148 195
67046018 67079956 27 4 123834
1 1324902 1347426 29 4
4392659 4455015 125 11 123834
113117669 113202065 20
63330667 63394355 23 7 123834
37016112 37088023 46 14 123834
154530257 154562502 30
169546967 169597718 73
53763960 53820230 65 4 123834
169480619 169517504 39
96204004 96338397 292 16 123834
14550556 14826896 558 69 123834
46975731 47016418 98 5 123834
31909864 31936887 24 8 123834
49565363 49587820 18 5 123834
1002821 1046706 65 9 123834
113548120 113588748 59

10 115870621 115943979
11762936 11846734 113 12 123834
39756030 39782151 34 2 123834
27005628 27028630 75 10 123834
108200012 108225294 42
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DCDC2 ENSG00000146038 6
CREBS ENSG00000146592 7
CCDC110 ENSG00000168491 4
PRKACB  ENSG00000142875 1
SLC24A3 ENSG00000185052 20
RDX ENSG00000137710 11
LSMD1 ENSG00000183011 17
CILP ENSG00000138615 15
EBPL ENSG00000123179 13
TMX1 ENSG00000139921 14
OASL ENSG00000135114 12
ARIH2 ENSG00000177479 3
RSPH1 ENSG00000160188 21
PPM1B ENSG00000138032 2
ISYNAL ENSG00000105655 19
JAK1 ENSG00000162434 1
LMBR1L  ENSG00000139636 12
LHX8 ENSG00000162624 1
ESYT3 ENSG00000158220 3
ALDH16Al ENSG00000161618 19
NDUFS5 ENSG00000168653 1
FEM1A ENSG00000141965 19
SMADS5 ENSG00000113658 5
ADM5 ENSG00000224420 19
S100A6 ENSG00000197956 1
DHRS1 ENSG00000157379 14
ECHDC2 ENSG00000121310 1
FASTKDS5 ENSG00000215251 20
CD160 ENSG00000117281 1
ARMC2 ENSG00000118690 6
AC003005.4 ENSG00000268107
TMEM184B ENSG00000198792 22
RP11-986E7.7 ENSG00000273259
GIDS8 ENSG00000101193 20
CACNG4 ENSG00000075461 17
EPCL ENSG00000120616 10
PTPRQ ENSG00000139304 12
SPz1 ENSG00000164299 5
MRPL20 ENSG00000242485 1
SSBP4 ENSG00000130511 19
ATP6V1G1 ENSG00000136888 9
BCL2L12 ENSG00000126453 19
NPAS3 ENSG00000151322 14
ZBTB12 ENSG00000204366 6
NPHP1 ENSG00000144061 2
E4F1 ENSG00000167967 16
TRIM72 ENSG00000177238 16
ERCC8 ENSG00000049167 5
WBSCR17 ENSG00000185274 7
ACMSD ENSG00000153086 2
PSMD4 ENSG00000159352 1
ACOXL ENSG00000153093 2
SULT1A1l ENSG00000196502 16
ZBTB20 ENSG00000181722 3
MSH5 ENSG00000204410 6
MSH5-SAPCD1 ENSG00000255152
RBAK ENSG00000146587 7
SYNE3 ENSG00000176438 14
NDUFS7 ENSG00000115286 19
CISD2 ENSG00000145354 4
RBBP5 ENSG00000117222 1
SRRT ENSG00000087087 7
PNMA2 ENSG00000240694 8
FCN3 ENSG00000142748 1
AL645922.1 ENSG00000268923
FLOT2 ENSG00000132589 17
TMEM182 ENSG00000170417 2
TNFAIP6 ENSG00000123610 2
SLC17A7 ENSG00000104888 19
PLCB2 ENSG00000137841 15
ACPP ENSG00000014257 3
GAMT ENSG00000130005 19
FSIP1 ENSG00000150667 15
KIAA1199 ENSG00000103888 15
APOA4 ENSG00000110244 11
Clorfl67 ENSG00000215910 1
SAPCD1 ENSG00000228727 6
CST8 ENSG00000125815 20
WT1 ENSG00000184937 11
PRKAR2A ENSG00000114302 3
DCDC2C  ENSG00000214866 2
RAB40C  ENSG00000197562 16
CLEC4A  ENSG00000111729 12
TTK ENSG00000112742 6
NFATC2IP ENSG00000176953 16
STK16 ENSG00000115661 2
DPT ENSG00000143196 1
FUS ENSG00000089280 16
ALAD ENSG00000148218 9
UQCR11 ENSG00000127540 19
SERPINE2 ENSG00000135919 2
Cl2orf6l ENSG00000221949 12
AES ENSG00000104964 19
C20o0rfll2 ENSG00000197183
CSRP1 ENSG00000159176 1
ROBO2 ENSG00000185008 3
LYPD4 ENSG00000183103 19
RGR ENSG00000148604 10
PSMC3IP ENSG00000131470 17

24161984 24368280
28328940 28875511
186356336
84533745 84714181
19183290 19713581
110035605
7750003 7798556
65478337 65513826
50224859 50275611
51696880 51732759
121448095
48946254 49033815
43882596 43926464
44385108 44481523
18535198 18559111
65288912 65442187
49480919 49514683
75584119 75637218
138143428
49946426 49984305
39481990 39510308
4781728 4805571
135458534
50181921 50203832
153497075
24749804 24779039
53351656 53402884
3117165 3150543
145685798
109159619

19 57989086
38605298 38679040
14 95048395
61559471 61586996
64951026 65039514
32546679 32677726
80789774 81082802
79605444 79627661
1327288 1352693
18519674 18555372
117340026
50158823 50187173
33394139 34283382
31857384 31879769
110869888
2263567 2295743
31215342 31246510
60159658 60250900
70587155 71188585
135586117
151217179
111480150
28606903 28644946
114046941
31697725 31742622
6 31697797
5075452 5119119
95873831 95952173
1373526 1405583
103780135
205045270
100462733
26352202 26381608
27685603 27711315
6 31963945
27196353 27234697
103343367
152204106
49922658 49955617
40560377 40610136
132026211
1387091 1411569
39882232 40085031
81061684 81254117
116681419
11811844 11859642
31720576 31742628
23461738 23486655
32399321 32467176
48772030 48895279
3741453 3846122
629357 689272
8266228 8301203
80703604 80762244
28952128 28988418
220100177
168654697
31181431 31213127
116138597
1587171 1615480
224829829
62985531 63007214
3042908 3073105
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583 38
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1040 152
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3 1
180 14
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168708502

4 1
116173613
7 2
224914036
31 7
6 3
31182876 148
201488584
2798 154
24 2
43 12
27 4

123834
123834
104
123834
123834
119
123834
123834
123834
123834
87
123834
123834
123834
123834
123834
123834
123834
75
123834
123834
123834
141
123834
14
123834
123834
123834
24

226

6
123834
20
123834
123834
123834
123834
123834
123834
123834
66
123834
123834
123834
106
123834
123834
123834
123834
101

123834
1
123834
154

76
123834
123834
167
123834
123834
123834
46
123834
123834
123834
123834
123834
123834

123834

12

[

B WU R Oy 2 O R b e e
IS M Coe e e e e

o

o

IS

IS

.6631

.6621

o
ul
)
el

ul
(&

1

.6594

123834

1.

1
1

1

6591
.6581
.6579

.6543

.653

0.
0.

046358
046378

123834

0.
0.

046422
046449

123834

0.
0.
0.
0.

046581
046584
046752
046765

123834

0.
0.046867
0.04687
0.
0
0

046832

046971

.046976
.046976
0.

047005

123834

0.
0.
0.

047055
047058
047168

123834

0.

047192

123834

0.
0.
0.

047344
047349
047369

123834
123834

1.
.047525

[eNeNoNoNe Nl el

6702

.050654

OO0OO0OO0OHOOORFROHORHOOOOOOOOOOHOOOHOORHFHROOOORHRHROOOOORORRERHOOOORFROOORFROOO0OOOO0OO0OO0OORHOOOHOROOOHROOOOOOOHOOOOR OOR OO
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SPATA6  ENSG00000132122 1 48751044 48947845 255 20 123834 1.6384 0.050665 0.813628873

OSBPL2 ENSG00000130703 20 60803580 60881268 123 10 123834 1.6378 0.050733 0.813628873

SHANK3  ENSG00000251322 22 51102843 51181726 66 14 123834 1.6377 0.05074 0.813628873

HEY2 ENSG00000135547 6 126058810 126092415 29 3 123834 1.6374 0.050773 0.813628873
PIHID1  ENSG00000104872 19 49939555 49966754 42 4 123834 1.6371 0.050809 0.813628873

INTS8 ENSG00000164941 8 95815539 95903974 210 16 123834 1.636 0.0509250.814040343

SPI1 ENSG00000066336 11 47366411 47410127 63 8 123834 1.6355 0.050976 0.814040343

GLTPD2 ENSG00000182327 17 4682254 4703685 22 5 123834 1.6353 0.050989 0.814040343

CAPRIN1 ENSG00000135387 11 34063230 34132703 163 5 123834 1.6352 0.051006 0.814040343

LTB4R ENSG00000213903 14 24770656 24797242 29 5 123834 1.633 0.051237 0.815643452

NXPH1 ENSG00000122584 7 8463585 8802593 723 42 123834 1.6328 0.05126 0.815643452

CYpP2J2 ENSG00000134716 1 60348980 60402462 83 10 123834 1.6324 0.051302 0.815643452

TUBALA  ENSG00000167552 12 49568579 49593107 21 2 123834 1.6324 0.051303 0.815643452

UQCR11  ENSG00000267059 19 1568338 1615444 12 2 123834 1.6322 0.051321 0.815643452

C3 ENSG00000125730 19 6667715 6740573 116 16 123834 1.6309 0.051456 0.81707427

ATL3 ENSG00000184743 11 63381559 63449393 44 2 123834 1.6305 0.051497 0.81707427

KLRG2 ENSG00000188883 7 139127436 139178458 85 13 123834 1.6296 0.051595 0.817946422
CIDEC ENSG00000187288 3 9898398 9931938 41 6 123834 1.628 0.051766 0.81997344

NRAS ENSG00000213281 1 115237090 115269515 26 5 123834 1.6272 0.051845 0.820541016
BRAT1 ENSG00000106009 7 2567511 2605361 61 6 123834 1.6267 0.051898 0.820696493

DEPDC7 ENSG00000121690 11 33027410 33065128 116 6 123834 1.6249 0.05209 0.82244829

LHB ENSG00000104826 19 49509237 49530338 37 3 123834 1.6243 0.05216 0.82244829

SCGN ENSG00000079689 6 25642464 25712011 129 16 123834 1.6238 0.052209 0.82244829

ZBTB25 ENSG00000089775 14 64905824 64981931 140 11 123834 1.6238 0.05221 0.82244829

OR2F1 ENSG00000213215 7 143647027 143668108 57 7 123834 1.6235 0.052242 0.82244829
FARP1 ENSG00000152767 13 98784816 99112027 543 74 123834 1.6225 0.052353 0.82244829

UQCR10  ENSG00000184076 22 30153358 30176402 54 8 123834 1.622 0.052402 0.82244829

AMBRA1l  ENSG00000110497 11 46407964 46625675 101 5 123834 1.6217 0.052431 0.82244829

OLAH ENSG00000152463 10 15064226 15125851 150 18 123834 1.6212 0.052492 0.82244829

COL16A1 ENSG00000084636 1 32107848 32179920 42 8 123834 1.6211 0.052499 0.82244829

TMEM143 ENSG00000161558 19 48825613 48877494 86 13 123834 1.6209 0.052516 0.82244829

HCRTR2 ENSG00000137252 6 55029050 55157418 252 19 123834 1.6208 0.052528 0.82244829

MROH2B  ENSG00000171495 5 40988119 41081444 297 23 123834 1.6198 0.052641 0.8235392

PRMT1 ENSG00000126457 19 50169043 50202286 11 3 123834 1.6171 0.052926 0.824987347

SMIM6 ENSG00000259120 17 73632323 73654057 16 2 123834 1.6167 0.052975 0.824987347

P4HTM ENSG00000178467 3 49017319 49054587 14 3 123834 1.6166 0.052982 0.824987347

MDK ENSG00000110492 11 46392306 46415375 12 2 123834 1.6159 0.05306 0.824987347

NTF4 ENSG00000225950 19 49549050 49578333 37 6 123834 1.6158 0.05307 0.824987347

CGB ENSG00000104827 19 49516126 49537590 34 4 123834 1.6154 0.053107 0.824987347

GIPR ENSG00000010310 19 46161502 46196982 47 7 123834 1.6154 0.053109 0.824987347

LAPTM4B ENSG00000104341 8 98777285 98875241 240 12 123834 1.6145 0.053206 0.824987347

OR1N2 ENSG00000171501 9 125305391 125326493 126 11 123834 1.6145 0.053213 0.824987347
EPB41L4A ENSG00000129595 5 111468138 111765013 443 33 123834 1.6136 0.0533050.824987347
AC011755.1 ENSG00000269686 2 133864577 133886625 51 6 123834 1.6136 0.05331 0.824987347
AC110792.1 ENSG00000269506 4 54917213 54937377 9 2 123834 1.6132 0.053352 0.824987347

TLX3 ENSG00000164438 5 170726288 170749138 27 5 123834 1.6132 0.0533550.824987347
AL(079342.1 ENSG00000203863 6 89664246 89686685 15 6 123834 1.6129 0.053382 0.824987347

YY1 ENSG00000100811 14 100694635 100759129 94 8 123834 1.6126 0.053416 0.824987347
EIF4H ENSG00000106682 7 73578575 73621431 11 2 123834 1.6125 0.053428 0.824987347

SLC14A1 ENSG00000141469 18 43294092 43342485 116 10 123834 1.6114 0.053541 0.825323047

ZNF652 ENSG00000198740 17 47356568 47449835 173 12 123834 1.6112 0.053565 0.825323047

GOT1L1l ENSG00000169154 8 37781799 37807647 4 1 123834 1.6111 0.05358 0.825323047

C3orf36 ENSG00000221972 3 133636992 133658656 14 3 123834 1.6099 0.053705 0.826510216
CTD-2278110.6 ENSG00000269307 19 17368227 17403775 89 11 123834 1.6094 0.053761 0.826510216

IQCFS ENSG00000214681 3 51897737 51919600 39 6 123834 1.609 0.053804 0.826510216

SLC51A ENSG00000163959 3 195928358 195980049 100 13 123834 1.6088 0.053831 0.826510216
DDAH2 ENSG00000213722 6 31684815 31708394 16 8 123834 1.608 0.053917 0.826510761

HYAL1 ENSG00000114378 3 50327320 50359812 15 4 123834 1.608 0.053918 0.826510761

KLHDC1  ENSG00000197776 14 50149823 50229870 36 4 123834 1.6071 0.054014 0.826817391

TRIM35 ENSG00000104228 8 27132404 27178836 54 6 123834 1.607 0.054025 0.826817391

APOAS ENSG00000110243 11 116650083 116673136 33 9 123834 1.6061 0.054125 0.826893257
ADAR ENSG00000160710 1 154544538 154610475 96 7 123834 1.6054 0.054202 0.826893257
FAM104A ENSG00000133193 17 71193492 71242892 145 4 123834 1.6049 0.054253 0.826893257

HDDC3 ENSG00000184508 15 91464148 91485799 40 4 123834 1.6049 0.054256 0.826893257

HARBI1 ENSG00000180423 11 46614411 46649459 18 2 123834 1.6038 0.054382 0.826893257

PYCARD ENSG00000103490 16 31202806 31224771 5 1 123834 1.6031 0.054456 0.826893257

Cl6orf98 ENSG00000261359 16 31203206 31224773 5 1 123834 1.6031 0.054456 0.826893257

ANKLE1  ENSG00000160117 19 17382454 17408455 71 8 123834 1.6026 0.054513 0.826893257

GFRA3 ENSG00000146013 5 137578068 137620360 54 8 123834 1.6023 0.05454 0.826893257
LAMTOR2 ENSG00000116586 1 156014543 156038301 10 5 123834 1.6021 0.054572 0.826893257
RHOF ENSG00000139725 12 122205664 122251309 65 6 123834 1.6011 0.05468 0.826893257
Clorfl06 ENSG00000163362 1 200850176 200894863 45 11 123834 1.6008 0.054706 0.826893257
NGEF ENSG00000066248 2 233733396 233887982 247 35 123834 1.6008 0.054708 0.826893257
EIF4E3  ENSG00000163412 3 71714567 71813924 139 21 123834 1.6008 0.054712 0.826893257

PPP4R1L ENSG00000124224 20 56796188 56894495 190 14 123834 1.6001 0.054788 0.826893257

MLXIPL  ENSG00000009950 7 72997524 73048873 102 11 123834 1.6 0.054801 0.826893257

TALDO1  ENSG00000177156 11 737329 775024 44 6 123834 1.6 0.054802 0.826893257

TRIP6 ENSG00000087077 7 100454760 100481076 37 5 123834 1.5999 0.054813 0.826893257
AGBL4 ENSG00000186094 1 48988527 50499585 1456 39 123834 1.5991 0.054902 0.82743541

ENTPDS5  ENSG00000187097 14 74414713 74496102 244 19 123834 1.5988 0.054936 0.82743541

GAL3ST4 ENSG00000197093 7 99746867 99776373 17 3 123834 1.5979 0.055036 0.82775385

SMARCC1 ENSG00000173473 3 47616762 47833596 148 4 123834 1.5965 0.055193 0.82775385

LRPSL ENSG00000100068 22 25737385 25811344 104 16 123834 1.5964 0.055204 0.82775385

SMG6 ENSG00000070366 17 1953133 2217065 485 17 123834 1.5958 0.055263 0.82775385

OR11H6 ENSG00000176219 14 20681791 20702964 113 11 123834 1.5955 0.055295 0.82775385

GADD45B ENSG00000099860 19 2466120 2488257 13 3 123834 1.5951 0.055348 0.82775385

BOLA1 ENSG00000178096 1 149849440 149882351 31 1 123834 1.5943 0.055429 0.82775385
RTP2 ENSG00000198471 3 187406047 187430345 72 10 123834 1.5936 0.055511 0.82775385
ZNF259  ENSG00000109917 11 116638436 116668766 54 13 123834 1.5935 0.055529 0.82775385
C8orf4 ENSG00000176907 8 40000989 40022821 26 4 123834 1.5932 0.055558 0.82775385

MITF ENSG00000187098 3 69778586 70027488 274 12 123834 1.5932 0.055563 0.82775385

ARIH20S ENSG00000221883 3 48945221 48966818 25 4 123834 1.5929 0.055592 0.82775385

CLEC4C  ENSG00000198178 12 7872011 7914201 111 13 123834 1.5925 0.055631 0.82775385

CACNALII ENSG00000100346 22 39956758 40095742 95 15 123834 1.5924 0.055646 0.82775385

MAP2K2 ENSG00000126934 19 4080319 4134126 28 7 123834 1.5924 0.055647 0.82775385

BABAM1  ENSG00000105393 19 17368159 17402058 88 11 123834 1.5921 0.055682 0.82775385

CIDEB ENSG00000136305 14 24764302 24790636 40 6 123834 1.5916 0.055741 0.82775385

LTB4R2 ENSG00000213906 14 24764940 24791259 40 6 123834 1.5916 0.055741 0.82775385

HOXC8 ENSG00000037965 12 54392832 54417570 8 2 123834 1.5901 0.055911 0.829042371

13



XXcos-LUCA1l.5

ENSG00000272104

SRR ENSG00000167720 17
CD19 ENSG00000177455 16
ZNF592 ENSG00000166716 15
MCHR2 ENSG00000152034 6
7Z98049.1 ENSG00000269048 6
Cl9orf84 ENSG00000262874 19
TMEM67 ENSG00000164953 8
FRMD4A  ENSG00000151474 10
TIPIN ENSG00000075131 15
MOXD1 ENSG00000079931 6
ANAPCL ENSG00000153107 2
OR6S1 ENSG00000181803 14
DNAH17-AS1 ENSG00000268470
TMEM260 ENSG00000070269 14
HSD17B11 ENSG00000198189 4
POLR3B  ENSG00000013503 12
BEND7 ENSG00000165626 10
LTB4R2 ENSG00000272658 14
DHFRL1 ENSG00000178700 3
PRDM12 ENSG00000130711 9
HMGB4 ENSG00000176256 1
AASDHPPT ENSG00000149313 11
PQLC3 ENSG00000162976 2
MMAB ENSG00000139428 12
CACNA1D ENSG00000157388 3
DOCK5 ENSG00000147459 8
ZIC1 ENSG00000152977 3
SEMA3C  ENSG00000075223 7
ZCCHC8 ENSG00000033030 12
LIM2 ENSG00000105370 19
DPPA3 ENSG00000187569 12
VAV1 ENSG00000141968 19
LRRIQ4 ENSG00000188306 3
CEP70 ENSG00000114107 3
EIF2A ENSG00000144895 3
TSC22D2 ENSG00000196428 3
CAPN11 ENSG00000137225 6
LRFN2 ENSG00000156564 6
ZNF549 ENSG00000121406 19
C2orf44 ENSG00000163026 2
UGT2B11 ENSG00000213759 4
TUBALB  ENSG00000123416 12
AC064874.1 ENSG00000222007
GALR1 ENSG00000166573 18
TAF4B ENSG00000141384 18
PPP1IR9B ENSG00000108819 17
NRN1 ENSG00000124785 6
MLX ENSG00000108788 17
LSMEM2 ENSG00000179564 3
IGSF21 ENSG00000117154 1
TOM1 ENSG00000100284 22
GRPEL1 ENSG00000109519 4
TSPYL5 ENSG00000180543 8
ZNF112 ENSG00000062370 19
GPR55 ENSG00000135898 2
NOD1 ENSG00000106100 7
TCEB3CL ENSG00000234298 18
AC008498.1 ENSG00000269267
PROS1 ENSG00000184500 3
PTBP2 ENSG00000117569 1
NEUROG3 ENSG00000122859 10
ASIC1 ENSG00000110881 12
FBXO09 ENSG00000112146 6
CCDC144NL ENSG00000205212
MLTK ENSG00000091436 2
SGCG ENSG00000102683 13
MAN2B2 ENSG00000013288 4
AC129492.6 ENSG00000214999
GPR31 ENSG00000120436 6
PDPR ENSG00000090857 16
GALM ENSG00000143891 2
ARHGAP22 ENSG00000128805 10
MICAL3 ENSG00000243156 22
KDM1B ENSG00000165097 6
ITGAL ENSG00000005844 16
ASBl14 ENSG00000239388 3
DNAJBS ENSG00000179407 3
FAM231B ENSG00000268674 1
ANKMY 2 ENSG00000106524 7
ZBTB1 ENSG00000126804 14
DDX52 ENSG00000141141 17
SLC6A11 ENSG00000132164 3
AC007216.2 ENSG00000269121
ZIC4 ENSG00000174963 3
RPS19 ENSG00000105372 19
PGLYRP2 ENSG00000161031 19
AQP9 ENSG00000103569 15
KBTBD3 ENSG00000182359 11
SBNO2 ENSG00000064932 19
THRB ENSG00000151090 3
C4A ENSG00000244731 6
NDUFAF6 ENSG00000156170 8
SAMD11 ENSG00000187634 1
VRTN ENSG00000133980 14
SLC25A2 ENSG00000120329 5
JDP2 ENSG00000140044 14
GPC2 ENSG00000213420 7
PLK2 ENSG00000145632 5

3 50378323 50415354 13 2
2196677 2238554 32 5 123834
28933260 28960667 7 2 123834
85281866 85359659 123 13 123834
100357786 100452123 110
166935369 166957709 61
51881543 51903828 39 5 123834
94757072 94841462 40 4 123834
13675706 14514141 1610 163 123834
66618544 66689084 157 19 123834
132607194 132732684 148
112513848 112652267 193
21098855 21119850 82 5 123834
17 76484911 76509138 65 14
56945072 57127324 328 34 123834
88247762 88322538 148 14 123834
106741436 106913976 320
13470484 13580974 169 14 123834
24768161 24791252 33 5 123834
93756680 93792233 17 5 123834
133529981 133568368 70
34316076 34340392 16 4 123834
105936228 105979437 50
11285324 11329000 79 15 123834
109981542 110021679 132
53518683 53857760 315 49 123834
25032238 25285598 387 38 123834
147101209 147238080 176
80361854 80561675 190 20 123834
122947417 122995518 49
51873163 51901214 41 6 123834
7854050 7880155 47 8 123834
6762725 6867377 127 18 123834
169529710 169565563 58
138203186 138323380 179
150254465 150312029 110
150116122 150194218 144
44116548 44162139 42 11 123834
40349325 40565204 514 40 123834
58028693 58078910 63 6 123834
24242210 24282445 53 10 123834
70055669 70090449 140 13 123834
49511565 49535180 27 1 123834
2 236672499 236702031
74952505 74990858 137 20 123834
23795900 23981649 305 19 123834
48201104 48237991 25 6 123834
5988232 6017200 20 6 123834
40709086 40735257 33 4 123834
50306458 50335545 8 2 123834
18424240 18714977 431 69 123834
35685268 35753985 116 9 123834
7050633 7079924 52 6 123834
98275717 98300176 81 9 123834
44820708 44881377 140 14 123834
231762033 231835781 113
30454143 30528400 110 14 123834
44538658 44560534 12 3 123834
5 60401538 60421762 42 8
93581881 93702910 62 11 123834
97177221 97299294 174 11 123834
71321454 71342994 9 3 123834
50441331 50487394 42 6 123834
52906789 52975671 57 6 123834
17 20729760 20809453 38 7
173930163 174142738 427
23745091 23909304 602 50 123834
6566902 6635089 81 15 123834
17 7972800 7994883 16 5
167559759 167581817 27
70137529 70205203 25 2 123834
38883052 38978379 110 11 123834
49644077 49874310 385 37 123834
18260415 18517325 526 40 123834
18145560 18234084 196 22 123834
30473979 30544506 29 8 123834
57292375 57336710 62 8 123834
128171282 128196091 54
16855561 16876070 2 1 123834
16629401 16695442 96 10 123834
64960430 65010408 109 10 123834
35959787 36013493 39 5 123834
10847885 10992419 214 30 123834
16 12052000 12072333 49 6
147093833 147134647 40
42353988 42386994 24 2 123834
15569456 15619767 50 10 123834
58420368 58488110 139 19 123834
105911825 105958492 54
1097636 1184282 109 16 123834
24148651 24546773 476 80 123834
31939801 31980458 23 8 123834
95897995 96138683 463 26 123834
850260 889955 71 11 123834
74759772 74836711 69 10 123834
140672196 140693612 69
75884419 75950814 64 13 123834
99757229 99784995 17 4 123834
57739809 57766087 103 13 123834
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LCASL ENSG00000157578 21 40767770 40827731 107 7 123834 1.5503 0.060539 0.832707195

ZNF487 ENSG00000243660 10 43922282 44001517 235 18 123834 1.5502 0.060543 0.832707195

RANBP9 ENSG00000010017 6 13611730 13721796 115 13 123834 1.5498 0.060593 0.832792295

HMGXB4 ENSG00000100281 22 35643445 35701800 119 4 123834 1.5493 0.060657 0.833033793

AP001885.1 ENSG00000179038 11 66953391 66974638 9 3 123834 1.5484 0.060757 0.833033793

CHRM4 ENSG00000180720 11 46396640 46418107 7 2 123834 1.5483 0.060778 0.833033793

GRIK4 ENSG00000149403 11 120372468 120869613 586 60 123834 1.5479 0.060828 0.833033793
WDFY3 ENSG00000163625 4 85580704 85897544 232 15 123834 1.5475 0.06087 0.833033793

BBS4 ENSG00000140463 15 72968527 73040817 98 11 123834 1.5474 0.060883 0.833033793

HS6ST1  ENSG00000136720 2 128984290 129086151 111 21 123834 1.5469 0.060944 0.833033793
PRCD ENSG00000214140 17 74513668 74559660 46 6 123834 1.5467 0.06097 0.833033793

WNT11 ENSG00000085741 11 75887369 75931780 26 8 123834 1.5464 0.0610050.833033793

MAPK15 ENSG00000181085 8 144788429 144814628 30 6 123834 1.5452 0.061147 0.833102421
RFPL3S  ENSG00000205853 22 32745893 32788039 228 19 123834 1.5448 0.061194 0.833102421

NETO1 ENSG00000166342 18 70399549 70545381 240 21 123834 1.5447 0.0612150.833102421

PLOD3 ENSG00000106397 7 100839258 100871701 37 7 123834 1.5443 0.061263 0.833102421
AC011551.3 ENSG00000268423 19 47040313 47114118 44 10 123834 1.5442 0.061271 0.833102421

AGO3 ENSG00000126070 1 36386319 36548101 77 4 123834 1.5442 0.061273 0.833102421

CCR6 ENSG00000112486 6 167515295 167563184 94 13 123834 1.5434 0.06137 0.833122485
SERTM1  ENSG00000180440 13 37238049 37281976 18 5 123834 1.5428 0.0614350.833122485

SHF ENSG00000138606 15 45449412 45503373 70 7 123834 1.5426 0.061467 0.833122485

NPRL2 ENSG00000114388 3 50374761 50398522 7 2 123834 1.5417 0.061578 0.833122485

FGF19 ENSG00000162344 11 69503000 69529410 6 2 123834 1.5411 0.061647 0.833122485

WNT5B ENSG00000111186 12 1629057 1766409 192 45 123834 1.5409 0.061669 0.833122485

SMOC2 ENSG00000112562 6 168831831 169083984 598 57 123834 1.5407 0.061696 0.833122485
ELL ENSG00000105656 19 18543473 18642937 149 7 123834 1.54 0.06178 0.833122485

MMD2 ENSG00000136297 7 4935620 5008844 113 16 123834 1.54 0.061783 0.833122485

SGK494 ENSG00000167524 17 26924982 26951218 6 2 123834 1.5393 0.06186 0.833122485

ABT1 ENSG00000146109 6 26587180 26610278 48 9 123834 1.538 0.062028 0.833122485

RNASEL  ENSG00000135828 1 182532769 182568391 47 10 123834 1.5378 0.062044 0.833122485
RGS4 ENSG00000117152 1 163028565 163056592 48 11 123834 1.5371 0.062133 0.833122485
ZNF419 ENSG00000105136 19 57989079 58016048 97 6 123834 1.537 0.062142 0.833122485

CD28 ENSG00000178562 2 204561198 204613635 77 8 123834 1.5357 0.062305 0.833122485
Cl9orf67 ENSG00000188032 19 14182431 14206687 8 3 123834 1.5357 0.062307 0.833122485

HOXA4 ENSG00000197576 7 27158126 27180418 39 5 123834 1.5355 0.062326 0.833122485

PRKRIR  ENSG00000137492 11 76051000 76102015 58 9 123834 1.5347 0.062425 0.833122485

GLTPD1  ENSG00000224051 1 1250136 1274277 37 4 123834 1.5345 0.062457 0.833122485

DEFB126 ENSG00000125788 20 113010 136392 38 8 123834 1.5345 0.062457 0.833122485

RUVBL2 ENSG00000183207 19 49486705 49529252 60 4 123834 1.5344 0.062464 0.833122485

CLCN7 ENSG00000103249 16 1484935 1535581 181 17 123834 1.5344 0.062471 0.833122485

SOX10 ENSG00000100146 22 38356693 38393429 22 2 123834 1.5338 0.062536 0.833122485

TMEM65  ENSG00000164983 8 125314231 125394933 125 8 123834 1.5337 0.062553 0.833122485
GOT2 ENSG00000125166 16 58731035 58778261 147 15 123834 1.5336 0.06256 0.833122485

KLF9 ENSG00000119138 9 72989503 73039540 47 11 123834 1.5334 0.062585 0.833122485

AL133262.1 ENSG00000267849 6 44390472 44410720 24 4 123834 1.5331 0.06263 0.833122485

HPR ENSG00000261701 16 72078522 72121145 66 9 123834 1.5326 0.062693 0.833122485

Cllorf45 ENSG00000174370 11 128759460 128785930 32 6 123834 1.5323 0.062724 0.833122485
TRAPPC12 ENSG00000171853 2 3373446 3498865 219 24 123834 1.5319 0.062773 0.833122485

DNAH17 ENSG00000187775 17 76409778 76583476 514 52 123834 1.5318 0.062791 0.833122485

RCN2 ENSG00000117906 15 77213960 77252601 35 8 123834 1.5313 0.062847 0.833122485

FCAR ENSG00000186431 19 55375704 55411838 129 10 123834 1.5313 0.062851 0.833122485

FAM3B ENSG00000183844 21 42666139 42739358 128 23 123834 1.5311 0.062874 0.833122485

FOXP2 ENSG00000128573 7 113716382 114343827 378 29 123834 1.531 0.062882 0.833122485
CCNK ENSG00000090061 14 99937506 100011381 59 6 123834 1.5302 0.062982 0.833122485
AL606500.1 ENSG00000268141 1 154575067 154595190 37 4 123834 1.53 0.063009 0.833122485
RUNX1 ENSG00000159216 21 36150098 37386965 1937 124 123834 1.5299 0.06302 0.833122485

MYBPC3  ENSG00000134571 11 47342957 47384253 49 9 123834 1.5292 0.063111 0.833122485

DMRTA1l  ENSG00000176399 9 22436840 22465739 17 2 123834 1.5291 0.06312 0.833122485

WWC1 ENSG00000113645 5 167708656 167909308 236 43 123834 1.5288 0.063152 0.833122485
U2AF2 ENSG00000063244 19 56155512 56196081 66 8 123834 1.5288 0.0631550.833122485

TFAP2A  ENSG00000137203 6 10383419 10429892 33 8 123834 1.5285 0.063194 0.833122485

CCDC176 ENSG00000119636 14 74476056 74559566 250 16 123834 1.5284 0.063203 0.833122485

TLL1 ENSG00000038295 4 166784410 167035047 326 39 123834 1.5279 0.063272 0.833454037
TBL2 ENSG00000106638 7 72973262 73003121 46 7 123834 1.5272 0.063351 0.833670373

CCDCl66 ENSG00000255181 8 144778864 144800279 21 5 123834 1.5267 0.063418 0.833670373
IZUMO1  ENSG00000182264 19 49234109 49260166 46 5 123834 1.5267 0.06342 0.833670373

FLJ00388 ENSG00000273395 1 48216979 48237290 12 5 123834 1.5261 0.063487 0.833974358

MAP3K6  ENSG00000142733 1 27671675 27703383 26 5 123834 1.5239 0.063771 0.835539804

TM9SF1  ENSG00000100926 14 24648349 24692679 40 11 123834 1.5238 0.063781 0.835539804

TM9SF1  ENSG00000254692 14 24648363 24692679 40 11 123834 1.5238 0.063781 0.835539804

CTD-2207023.3 ENSG00000268861 19 7435850 7545131 300 13 123834 1.5238 0.063782 0.835539804

ZNF621  ENSG00000172888 3 40556369 40626176 73 9 123834 1.5233 0.063847 0.835815273

CPNE2 ENSG00000140848 16 57116449 57191878 157 29 123834 1.5222 0.063977 0.83641732

AMHR2 ENSG00000135409 12 53807639 53835318 34 2 123834 1.5221 0.063987 0.83641732

HOXB1 ENSG00000120094 17 46595888 46618359 48 7 123834 1.5218 0.064025 0.83641732

FLJ00418 ENSG00000268927 16 70685570 70709739 18 3 123834 1.5212 0.06411 0.836875742

BRSK2 ENSG00000174672 11 1401129 1493919 261 23 123834 1.5204 0.064201 0.836875742

FUT1 ENSG00000174951 19 49241268 49268647 32 3 123834 1.5189 0.0643950.836875742

IQCJ-SCHIP1 ENSG00000250588 3 158670024 159625155 1166 72 123834 1.5188 0.064403 0.836875742
ABHD16B ENSG00000183260 20 62482566 62504341 27 3 123834 1.5186 0.064426 0.836875742

NOSIP ENSG00000142546 19 50048968 50103519 70 7 123834 1.5182 0.064487 0.836875742

ZNF304 ENSG00000131845 19 57852675 57881266 46 9 123834 1.5179 0.064522 0.836875742

AP5M1 ENSG00000053770 14 57725627 57766797 29 2 123834 1.5179 0.064524 0.836875742

Cléeorf9l ENSG00000174109 16 1459745 1489345 42 8 123834 1.5179 0.064526 0.836875742

AC027309.1 ENSG00000268553 5 172026245 172046436 14 3 123834 1.5172 0.064614 0.836875742
HSPAIB  ENSG00000204388 6 31785512 31808031 36 14 123834 1.5163 0.064723 0.836875742

RP11-487E13.1 ENSG00000249008 4 178153693 178179927 24 6 123834 1.516 0.064766 0.836875742
CALCR ENSG00000004948 7 93043799 93214042 325 23 123834 1.5155 0.06482 0.836875742

AFF3 ENSG00000144218 2 100152323 100769201 793 36 123834 1.5153 0.064848 0.836875742
TMC3 ENSG00000188869 15 81613558 81676554 130 12 123834 1.5149 0.064894 0.836875742

COL14A1 ENSG00000187955 8 121062019 121394275 518 40 123834 1.5149 0.064902 0.836875742
SNX27 ENSG00000143376 1 151574541 151681567 91 6 123834 1.5145 0.064948 0.836875742
MPP7 ENSG00000150054 10 28329922 28633415 842 32 123834 1.5139 0.06503 0.836875742

MYH2 ENSG00000125414 17 10414465 10463274 85 6 123834 1.5136 0.065068 0.836875742

RASSF1  ENSG00000068028 3 50357219 50388411 10 2 123834 1.513 0.06514 0.836875742

TMCC1 ENSG00000172765 3 129356635 129622419 204 9 123834 1.5121 0.065249 0.836875742
DLEC1 ENSG00000008226 3 38070696 38175516 178 11 123834 1.5121 0.065251 0.836875742

OPN3 ENSG00000054277 1 241743404 241850678 132 25 123834 1.5117 0.065304 0.836875742
COASY ENSG00000068120 17 40703485 40728295 32 3 123834 1.5116 0.065312 0.836875742
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ZC3H4 ENSG00000130749 19 47557444 47627009 38 3 123834 1.5116 0.065312 0.836875742

TCN1 ENSG00000134827 11 59610273 59644048 11 3 123834 1.5113 0.065354 0.836875742

MRAS ENSG00000158186 3 138056539 138134375 120 7 123834 1.5109 0.065409 0.836875742
EFNB2 ENSG00000125266 13 107132079 107197462 34 9 123834 1.5108 0.065416 0.836875742
AC004466.1 ENSG00000268069 12 48168706 48189787 26 5 123834 1.5107 0.065437 0.836875742
SLC25A18 ENSG00000182902 22 18033139 18083760 50 12 123834 1.5107 0.065438 0.836875742

SPP2 ENSG00000072080 2 234949323 234995778 120 14 123834 1.5103 0.065483 0.836875742
AC003002.6 ENSG00000269533 19 57891252 57941362 73 9 123834 1.5102 0.065494 0.836875742

FAM111A ENSG00000166801 11 58900221 58932512 66 2 123834 1.5101 0.065513 0.836875742

GAS1 ENSG00000180447 9 89549279 89572104 40 7 123834 1.5085 0.065716 0.837410075

PRKAGL  ENSG00000181929 12 49386057 49422980 17 2 123834 1.5077 0.06582 0.837410075

ADCY4 ENSG00000129467 14 24777555 24814299 63 9 123834 1.5074 0.065858 0.837410075

NFKB1 ENSG00000109320 4 103412486 103548459 145 13 123834 1.5073 0.06587 0.837410075
TCF12 ENSG00000140262 15 57200821 57601479 772 16 123834 1.506 0.066037 0.837410075

PARP12 ENSG00000059378 7 139713544 139773521 121 18 123834 1.5057 0.066073 0.837410075
C90orfl63 ENSG00000196366 9 139367947 139390518 39 5 123834 1.5054 0.066107 0.837410075
ZRANB2 ENSG00000132485 71518974 71556980 62 9 123834 1.5042 0.06626 0.837410075

MANSC1  ENSG00000111261 12472198 12513475 111 13 123834 1.5037 0.066329 0.837410075

CPSF3L  ENSG00000127054 1236965 1270071 46 6 123834 1.5036 0.066342 0.837410075

CTPS1 ENSG00000171793 41435007 41488235 88 14 123834 1.5033 0.0663750.837410075

BAG6 ENSG00000204463 31596805 31630482 43 11 123834 1.5033 0.066376 0.837410075

NOP9 ENSG00000196943 24759068 24788330 52 7 123834 1.5029 0.066433 0.837410075

AL355490.1 ENSG00000224474 10 99169228 99195831 35 7 123834 1.5028 0.06645 0.837410075

TAL1 ENSG00000162367 47671962 47707892 65 9 123834 1.5026 0.06647 0.837410075

Céorfd7 ENSG00000204439 31616075 31638549 26 11 123834 1.5025 0.066487 0.837410075

CRIPT ENSG00000119878 46833555 46862881 49 6 123834 1.5022 0.066517 0.837410075

ZNF451  ENSG00000112200 56941642 57045105 92 5 123834 1.5019 0.066557 0.837410075

ATG2B ENSG00000066739 96737595 96840207 103 7 123834 1.5019 0.066567 0.837410075

MTPAP ENSG00000107951 30588730 30673377 158 19 123834 1.5017 0.066585 0.837410075

ABHD17A ENSG00000129968 1866809 1895546 27 2 123834 1.5016 0.0666 0.837410075

SSTR4 ENSG00000132671 23006057 23027314 35 5 123834 1.5012 0.066648 0.837410075

UBOX5 ENSG00000185019 3078219 3150842 88 10 123834 1.5008 0.066698 0.837410075

CYGB ENSG00000161544 74513438 74557257 41 6 123834 1.5006 0.066733 0.837410075

GUF1 ENSG00000151806 44670444 44712943 67 5 123834 1.5004 0.066756 0.837410075

STOML3  ENSG00000133115 39530062 39575203 134 12 123834 1.4988 0.066958 0.837410075

MVK ENSG00000110921 110001060 110045067 109 12 123834 1.4986 0.066985

NPIPA1  ENSG00000183426 15006659 15055915 1 1 123834 1.4985 0.066998 0.837410075

ZNF83 ENSG00000167766 53087313 53203749 231 33 123834 1.4984 0.067009 0.837410075

GREM1 ENSG00000166923 33000175 33036870 20 6 123834 1.4984 0.06701 0.837410075

MYPOP ENSG00000176182 46383278 46415862 82 12 123834 1.4982 0.06704 0.837410075

HP ENSG00000257017 72078491 72104954 35 5 123834 1.4981 0.067058 0.837410075

UFSP1 ENSG00000176125 100476346 100497339 23 4 123834 1.4978 0.067093

CDK5R2 ENSG00000171450 219814377 219836876 34 3 123834 1.4975 0.06713

DFNB31  ENSG00000095397 117154360 117277730 219 22 123834 1.4975 0.067132

MACC1 ENSG00000183742 20164278 20267027 165 15 123834 1.4974 0.06715 0.837410075

DEFB1 ENSG00000164825 6718097 6745544 104 10 123834 1.4968 0.067224 0.837410075

HIST2H2BF ENSG00000203814 1 149744245 149793928 12 1 123834 1.4964 .067273 0.837410075
HIST2H3D ENSG00000183598 149774826 149795236 12 1 123834 1.4964 0.067273

TMEM63A ENSG00000196187 226023237 226080069 143 12 123834 1.496 0.067333

SPDYC ENSG00000204710 11 64927625 64950715 6 1 123834 1.495 0.067463 0.838000714

HOXB5 ENSG00000120075 17 46658619 46681323 41 10 123834 1.4934 0.067662 0.838000714

Cl70rf98 ENSG00000214556 17 36981341 37007708 64 11 123834 1.4928 0.06775 0.838000714

ANGEL2 ENSG00000174606 1 213155524 213199168 53 7 123834 1.4926 0.067777 0.838000714
JAM3 ENSG00000166086 11 133928820 134031896 199 9 123834 1.4922 0.067827 0.838000714
FSD1L ENSG00000106701 9 108200077 108324714 187 18 123834 1.4919 0.067857 0.838000714
TRIM36 ENSG00000152503 5 114450459 114526243 98 12 123834 1.4915 0.067918 0.838000714
CYTH4 ENSG00000100055 22 37668068 37721382 44 10 123834 1.4913 0.067946 0.838000714

EHMT2 ENSG00000204371 6 31837536 31875464 57 15 123834 1.4913 0.067947 0.838000714

IL17c ENSG00000124391 16 88694999 88716881 13 5 123834 1.4908 0.06801 0.838000714

ZNF548  ENSG00000188785 19 57891218 57922786 48 8 123834 1.4906 0.068036 0.838000714

MKRN3 ENSG00000179455 15 23800454 23883064 87 11 123834 1.4899 0.068124 0.838000714

NECAP1  ENSG00000089818 12 8224807 8260367 33 7 123834 1.4898 0.06814 0.838000714

TJP1 ENSG00000104067 15 29981571 30271068 449 38 123834 1.4897 0.068147 0.838000714

COL24A1 ENSG00000171502 1 86184916 86632626 1149 48 123834 1.4897 0.068148 0.838000714

TMCC2 ENSG00000133069 1 205187304 205252471 134 12 123834 1.4897 0.068157 0.838000714
GFRAL ENSG00000151892 10 117806444 118042979 344 43 123834 1.4895 0.068184 0.838000714
SPATA22 ENSG00000141255 17 3333313 3427146 225 20 123834 1.4889 0.068254 0.838000714

TM4SF5  ENSG00000142484 17 4665179 4696506 44 10 123834 1.4887 0.068279 0.838000714

PHLDAl  ENSG0000013928S% 12 76409227 76437712 7 3 123834 1.4879 0.068389 0.838000714

CEBPG ENSG00000153879 19 33854236 33883592 62 8 123834 1.4877 0.068411 0.838000714

DLEU7 ENSG00000186047 13 51275144 51428075 230 24 123834 1.4873 0.06847 0.838000714

BTN3A3  ENSG00000111801 6 26430700 26463643 73 11 123834 1.4872 0.068478 0.838000714

ASPA ENSG00000108381 17 3365668 3416713 111 15 123834 1.4872 0.068479 0.838000714

SCPEP1  ENSG00000121064 17 55045466 55094129 46 6 123834 1.4863 0.0686 0.838000714

PMFBP1  ENSG00000118557 16 72136056 72220777 150 16 123834 1.486 0.068645 0.838000714

DSG2 ENSG00000046604 18 29068006 29138971 137 15 123834 1.4858 0.06867 0.838000714

PIAS2 ENSG00000078043 18 44378353 44510123 212 9 123834 1.4857 0.068684 0.838000714

TCL1B ENSG00000213231 14 96142754 96168980 25 8 123834 1.4855 0.068702 0.838000714

VILL ENSG00000136059 3 38019550 38058679 81 7 123834 1.485 0.068767 0.838000714

EGLN1 ENSG00000135766 1 231489497 231570790 252 5 123834 1.484 0.068899 0.838000714
ACE ENSG00000264813 17 61552184 61609209 36 4 123834 1.4835 0.068964 0.838000714

CHD1 ENSG00000153922 5 98180908 98272240 137 12 123834 1.4834 0.068983 0.838000714

HIST2H2AB ENSG00000184270 1 149849019 149869466 19 1 123834 1.4834 0.068989 0.838000714
CD79A ENSG00000105369 19 42371190 42395439 8 2 123834 1.4833 0.069004 0.838000714

RALGAPB ENSG00000170471 20 37091459 37217504 140 10 123834 1.483 0.069038 0.838000714

ZNF17 ENSG00000186272 19 57912531 57943307 44 7 123834 1.4824 0.069123 0.838000714

ILDR2 ENSG00000143195 1 166872443 166954719 78 11 123834 1.4821 0.0691550.838000714
PCCB ENSG00000114054 3 135959148 136066738 96 11 123834 1.4815 0.069233 0.838000714
MBD3 ENSG00000071655 19 1566639 1602882 6 1 123834 1.4811 0.069289 0.838000714

LIN28B  ENSG00000187772 6 105394923 105541207 111 13 123834 1.4807 0.069348 0.838000714
TMEM209 ENSG00000146842 7 129794555 129857610 81 10 123834 1.4804 0.069385 0.838000714
STAGL ENSG00000118007 3 136045077 136481220 487 17 123834 1.4802 0.069406 0.838000714
DPY19L3 ENSG00000178904 19 32886449 32986801 142 14 123834 1.4801 0.069427 0.838000714

MUC3A ENSG00000228273 7 100537257 100560424 57 10 123834 1.4798 0.069463 0.838000714
MRPL15 ENSG00000137547 8 55037770 55070461 24 3 123834 1.4793 0.069533 0.838000714

UBE2U ENSG00000177414 1 64659310 64743051 88 9 123834 1.4787 0.069615 0.838000714

PRL ENSG00000172179 6 22277480 22307730 21 7 123834 1.4785 0.069643 0.838000714

NDFIP2 ENSG00000102471 13 80045287 80140210 116 11 123834 1.4778 0.069732 0.838000714

AC015660.1 ENSG00000269810 15 100028447 100048578 40 6 123834 1.4778 0.0697350.838000714
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HERC3 ENSG00000138641 4 89432199 89639693 317 20 123834 1.4776 0.069752 0.838000714

SLC9B1 ENSG00000164037 4 103796205 103950896 257 5 123834 1.4771 0.069821 0.838000714
DNASE2B ENSG00000137976 1 84854215 84890701 97 10 123834 1.4771 0.069826 0.838000714

TRAM1 ENSG00000067167 8 71475677 71530622 89 9 123834 1.4769 0.069849 0.838000714

CEFB ENSG00000244255 6 31885475 31929825 54 9 123834 1.4763 0.069927 0.838000714

CEFB ENSG00000243649 6 31885475 31929861 54 9 123834 1.4763 0.069927 0.838000714

ZNF547 ENSG00000152433 19 57864845 57900933 67 10 123834 1.4763 0.069931 0.838000714

OSBPL7 ENSG00000006025 17 45874738 45909200 65 9 123834 1.476 0.069976 0.838000714

TAS1R3  ENSG00000169962 1 1256694 1280686 44 5 123834 1.4752 0.070079 0.838000714

BAG3 ENSG00000151929 10 121400882 121447331 57 9 123834 1.4749 0.070118 0.838000714
ALDH6A1l ENSG00000119711 14 74513553 74561196 141 11 123834 1.4749 0.070125 0.838000714

AP001652.1 ENSG00000224130 11 58662897 58686071 26 3 123834 1.4748 0.070139 0.838000714
AL109927.1 ENSG00000268552 1 28167085 28187255 16 1 123834 1.4747 0.070142 0.838000714

LRRC46  ENSG00000141294 17 45898993 45925079 54 9 123834 1.4732 0.070351 0.838233863

MFAP3 ENSG00000037749 5 153408466 153610038 350 26 123834 1.4731 0.07036 0.838233863
FZD8 ENSG00000177283 10 35917177 35940362 24 3 123834 1.4727 0.070412 0.838233863

MRPS24 ENSG00000062582 7 43896157 43919492 21 5 123834 1.4727 0.070415 0.838233863

COoG1 ENSG00000166685 17 71179129 71214646 78 5 123834 1.4716 0.070562 0.838233863

AC003002.4 ENSG00000268133 19 57864934 57919952 92 12 123834 1.4714 0.070595 0.838233863

MYHS8 ENSG00000133020 17 10283639 10335267 48 4 123834 1.4713 0.070601 0.838233863

STRN4 ENSG00000090372 19 47212764 47260251 48 8 123834 1.4713 0.070609 0.838233863

CNTN2 ENSG00000184144 1 205002325 205057627 102 17 123834 1.4713 0.07061 0.838233863
KCNMB2 ENSG00000197584 3 177980720 178572217 1053 65 123834 1.4704 0.070733 0.838233863
BARD1 ENSG00000138376 2 215580370 215684428 330 24 123834 1.4702 0.070751 0.838233863
DNAJC5  ENSG00000101152 20 62516518 62577384 123 12 123834 1.4702 0.070754 0.838233863

FKRP ENSG00000181027 19 47239303 47290245 78 11 123834 1.4701 0.070771 0.838233863

PRDM13  ENSG00000112238 6 100044606 100073454 26 9 123834 1.4699 0.070801 0.838233863
RABIF ENSG00000183155 1 202838085 202868263 50 7 123834 1.4697 0.070823 0.838233863
GNL3 ENSG00000163938 3 52705172 52738508 42 4 123834 1.4689 0.07093 0.838977872

SLC38A4 ENSG00000139209 12 47148546 47236191 163 20 123834 1.4678 0.071082 0.839910844

CDC25B  ENSG00000101224 20 3757578 3796762 47 7 123834 1.4673 0.071142 0.839910844

RP11-166B2.1 ENSG00000234719 16 12011230 12080500 123 15 123834 1.4669 0.071199 0.839910844

MYH1 ENSG00000109061 17 10385624 10431860 52 5 123834 1.4669 0.071206 0.839910844

TARS2 ENSG00000143374 1 150449887 150490078 93 8 123834 1.4667 0.071234 0.839910844
TMTC2 ENSG00000179104 12 83070659 83538649 759 51 123834 1.4664 0.071274 0.839910844

PCMT1 ENSG00000120265 6 150060579 150142556 152 2 123834 1.4652 0.071431 0.839917461
DTWD1 ENSG00000104047 15 49903177 49947333 103 8 123834 1.4652 0.071438 0.839917461

CDK5RAP1 ENSG00000101391 20 31936645 31999367 25 3 123834 1.4647 0.071502 0.839917461

SEMA6D  ENSG00000137872 15 47466298 48076420 916 51 123834 1.4641 0.071578 0.839917461

ZNF410 ENSG00000119725 14 74343320 74409214 223 15 123834 1.4641 0.071586 0.839917461

FAM175A ENSG00000163322 4 84372092 84454501 186 7 123834 1.4641 0.071588 0.839917461

RP11-410N8.4 ENSG00000204393 20 31165281 31206695 27 6 123834 1.464 0.071599 0.839917461

HNRNPF  ENSG00000169813 10 43871065 43914614 110 13 123834 1.4635 0.07167 0.839917461

ATP8Al  ENSG00000124406 4 42400390 42669122 373 26 123834 1.4633 0.071691 0.839917461

GJAS ENSG00000143140 1 147218332 147255484 59 10 123834 1.4623 0.071827 0.839917461
B3GAT2 ENSG00000112309 6 71556382 71676741 185 25 123834 1.4623 0.071827 0.839917461

MGC4294 ENSG00000268941 20 57199828 57220772 28 5 123834 1.4622 0.071843 0.839917461

DHDDS ENSG00000117682 1 26748773 26807785 69 11 123834 1.4622 0.071849 0.839917461

S0x21 ENSG00000125285 13 95351886 95374389 15 5 123834 1.4618 0.071898 0.839973684

C7orf43 ENSG00000146826 7 99742043 99766338 22 4 123834 1.4611 0.071991 0.840290282

TMEM258 ENSG00000134825 11 61525973 61570274 17 4 123834 1.46 0.07215 0.840290282

FGF21 ENSG00000105550 19 49248816 49271587 16 6 123834 1.4599 0.072156 0.840290282

CAS8 ENSG00000178538 8 61089906 61203971 295 22 123834 1.4595 0.072208 0.840290282

RGS5 ENSG00000143248 1 163070911 163301577 637 36 123834 1.4595 0.07221 0.840290282
PDE1B ENSG00000123360 12 54933134 54983023 35 10 123834 1.4593 0.07224 0.840290282

SNN ENSG00000184602 16 11752270 11783015 32 4 123834 1.459 0.072283 0.840290282

ZNF439 ENSG00000171291 19 11949541 12004565 103 14 123834 1.4588 0.072317 0.840290282

MAG ENSG00000105695 19 35773028 35814707 5 3 123834 1.4586 0.072339 0.840290282

GLT8D1  ENSG00000016864 3 52718505 52750048 36 4 123834 1.4577 0.072464 0.840290282

SHISA9  ENSG00000237515 16 12985477 13344272 840 68 123834 1.4576 0.072472 0.840290282

HIST2H2AC ENSG00000184260 1 149848525 149868961 18 1 123834 1.4574 0.072503 0.840290282
PPFIBP1 ENSG00000110841 12 27666364 27858497 237 27 123834 1.4572 0.072535 0.840290282

PTPRD ENSG00000153707 9 8304246 10622723 4763 311 123834 1.4571 0.072544 0.840290282

TECPR2 ENSG00000196663 14 102819300 102978818 364 14 123834 1.4563 0.072652 0.841028755
CLICS ENSG00000112782 6 45858045 46058132 328 38 123834 1.4557 0.072734 0.841196496

SECISBP2L ENSG00000138593 15 49270673 49348760 95 10 123834 1.4556 0.072755 0.841196496

SLC19A3 ENSG00000135917 2 228539926 228592728 162 10 123834 1.4545 0.072901 0.842372163
C1QBP ENSG00000108561 17 5326097 5362150 78 11 123834 1.4539 0.072993 0.842711082

ARG1 ENSG00000118520 6 131884284 131915472 31 8 123834 1.4537 0.073019 0.842711082
NSUN3 ENSG00000178694 3 93771760 93857389 35 8 123834 1.4531 0.073103 0.843168583

ACAP1 ENSG00000072818 17 7229848 7264797 16 3 123834 1.4513 0.073342 0.84511341

ANKRDY9  ENSG00000156381 14 102963179 102986136 48 8 123834 1.451 0.0733850.84511341
FHAD1 ENSG00000142621 1 15563768 15736779 294 28 123834 1.4509 0.0734050.84511341

AC068039.1 ENSG00000268821 2 172550844 172577314 47 8 123834 1.4506 0.073452 0.845142625
BFAR ENSG00000103429 16 14716672 14773093 27 5 123834 1.4497 0.073574 0.845614665

SELP ENSG00000174175 1 169548087 169609431 118 18 123834 1.4496 0.073582 0.845614665
HIST2H2BE ENSG00000184678 1 149846010 149868232 17 1 123834 1.4477 0.073848 0.846817079
HS3ST2 ENSG00000122254 16 22815498 22937659 172 30 123834 1.4471 0.073938 0.846817079

TCF25 ENSG00000141002 16 89930000 89987792 128 7 123834 1.4462 0.074054 0.846817079

CHMP1B  ENSG00000255112 18 11841395 11864448 23 4 123834 1.4462 0.0740550.846817079

NUDT17 ENSG00000186364 1 145576115 145599439 4 1 123834 1.4458 0.074122 0.846817079
CDC5L ENSG00000096401 6 44345262 44428163 85 11 123834 1.4453 0.074186 0.846817079

SH3GL2 ENSG00000107295 9 17569080 17807127 489 37 123834 1.4451 0.074218 0.846817079

CWH43 ENSG00000109182 4 48978264 49074098 61 5 123834 1.4443 0.074331 0.846817079

ZFHX3 ENSG00000140836 16 72806784 73103597 297 47 123834 1.4439 0.07438 0.846817079

SOGA3 ENSG00000255330 6 127749551 127850146 145 14 123834 1.443 0.07451 0.846817079
LRRC32 ENSG00000137507 11 76358568 76391791 12 5 123834 1.4424 0.074589 0.846817079

CNOT6 ENSG00000113300 5 179911412 180015405 331 15 123834 1.4422 0.074622 0.846817079
TMEM233 ENSG00000224982 12 120021264 120089363 114 7 123834 1.4421 0.074632 0.846817079
STARD5 ENSG00000172345 15 81591394 81626524 60 11 123834 1.4418 0.074678 0.846817079

ETNK2 ENSG00000143845 1 204090190 204131307 26 9 123834 1.4418 0.074681 0.846817079
AKAPS ENSG00000179841 14 64922217 64951221 47 7 123834 1.4417 0.0747 0.846817079

LPGAT1 ENSG00000123684 1 211906799 212014114 265 16 123834 1.4415 0.0747250.846817079
KCNG2 ENSG00000178342 18 77613668 77670184 114 12 123834 1.4412 0.07477 0.846817079

SIPAlL2 ENSG00000116991 1 232523711 232707304 304 18 123834 1.441 0.074798 0.846817079
KCTD6 ENSG00000168301 3 58467841 58498087 13 4 123834 1.4408 0.074827 0.846817079

ATP2B2 ENSG00000157087 3 10355707 10759716 651 75 123834 1.4407 0.074838 0.846817079

GNAS ENSG00000087460 20 57404773 57496247 78 15 123834 1.4407 0.074838 0.846817079

APOC3 ENSG00000110245 11 116690422 116713788 48 10 123834 1.4406 0.074847 0.846817079



MUC12 ENSG00000205277 7 100602904 100672230 67 11 123834 1.4401 0.074914 0.846817079
CCIN ENSG00000185972 9 36159389 36181329 49 5 123834 1.44 0.074934 0.846817079

FLYWCH2 ENSG00000162076 16 2923187 2959383 138 12 123834 1.44 0.074939 0.846817079

ZDHHC11 ENSG00000188818 5 700471 861101 34 4 123834 1.4399 0.074941 0.846817079

KIF21B ENSG00000116852 1 200928520 201002828 98 10 123834 1.4396 0.074997 0.846817079
PLB1 ENSG00000163803 2 28670012 28876654 420 52 123834 1.4394 0.075024 0.846817079

APOAl ENSG00000118137 11 116696467 116718666 46 10 123834 1.4394 0.075024 0.846817079
GGA3 ENSG00000125447 17 73222694 73268444 57 5 123834 1.4387 0.075114 0.846817079

LPAR2 ENSG00000064547 19 19724477 19749739 21 5 123834 1.4383 0.07517 0.846817079

SLC25A12 ENSG00000115840 2 172630880 172874766 436 22 123834 1.4383 0.075181 0.846817079
PTGS1 ENSG00000095303 9 125122824 125167982 68 11 123834 1.4377 0.0752550.846817079
KRTAP23-1 ENSG00000186980 21 31710717 31730924 77 9 123834 1.4374 0.075306 0.846817079

KCNJ11 ENSG00000187486 11 17397406 17420878 60 8 123834 1.4372 0.075328 0.846817079

DVL1 ENSG00000107404 1 1260656 1294730 63 5 123834 1.4372 0.0753350.846817079

MTRNR2L4 ENSG00000232196 16 3411053 3432283 65 5 123834 1.4365 0.075424 0.846849626

GMPS ENSG00000163655 3 155578325 155671815 249 10 123834 1.4365 0.075427 0.846849626
SOGA3 ENSG00000214338 6 127749551 127850500 146 14 123834 1.4357 0.075545 0.847673766
NUP85 ENSG00000125450 17 73191754 73241853 53 4 123834 1.4344 0.075725 0.848893245

FAM187B ENSG00000177558 19 35705703 35729632 76 10 123834 1.4343 0.075743 0.848893245

LAMTOR4 ENSG00000188186 7 99736530 99763567 26 4 123834 1.4336 0.075842 0.849187862

TTC37 ENSG00000198677 5 94789599 94900711 184 8 123834 1.4332 0.075894 0.849187862

C200RF135 ENSG00000268858 20 62482879 62503217 25 3 123834 1.4324 0.076009 0.849187862

SCN1A ENSG00000144285 2 166835670 166994523 347 19 123834 1.4323 0.076034 0.849187862
AC002985.3 ENSG00000268193 19 19007822 19055206 38 8 123834 1.4311 0.076203 0.849187862

KPNB1 ENSG00000108424 17 45716842 45772871 69 8 123834 1.431 0.07622 0.849187862

KRTAP5-6 ENSG00000205864 11 1708425 1728985 43 6 123834 1.4309 0.07623 0.849187862

TGOLN2 ENSG00000152291 2 85535147 85565548 58 6 123834 1.4307 0.076259 0.849187862

SYBU ENSG00000147642 8 110576207 110714020 169 13 123834 1.4304 0.076297 0.849187862
TNFRSF17 ENSG00000048462 16 12048964 12071925 53 6 123834 1.4304 0.076304 0.849187862

TLL2 ENSG00000095587 10 98114363 98283675 249 34 123834 1.4296 0.076416 0.849187862

GTF2IRD1 ENSG0O0000006704 7 73858120 74026931 107 14 123834 1.4288 0.076529 0.849187862

TMEM57 ENSG00000204178 1 25747388 25836700 85 2 123834 1.4287 0.076541 0.849187862

ULBP1 ENSG00000111981 6 150275143 150304846 84 5 123834 1.4282 0.076624 0.849187862
STARD7 ENSG00000084090 2 96840597 96884563 30 4 123834 1.4279 0.076661 0.849187862

GNPDA2 ENSG00000163281 4 44674217 44738612 117 7 123834 1.4276 0.076709 0.849187862

ESRRB ENSG00000119715 14 76766957 76978178 362 50 123834 1.4275 0.076718 0.849187862

ALPP ENSG00000163283 2 233233244 233257599 41 8 123834 1.4274 0.076734 0.849187862
AGO4 ENSG00000134698 1 36263773 36333491 58 7 123834 1.4271 0.076773 0.849187862

DHX30 ENSG00000132153 3 47834399 47901685 40 4 123834 1.4271 0.076774 0.849187862

CEACAM21 ENSG00000007129 19 42045886 42103197 86 10 123834 1.4264 0.076881 0.849187862

PRUNE2 ENSG00000106772 9 79216292 79531003 513 47 123834 1.4263 0.076898 0.849187862

TUSC2 ENSG00000114383 3 50347458 50375682 9 3 123834 1.426 0.076928 0.849187862

THAPS ENSG00000177683 7 108184987 108220194 40 7 123834 1.4253 0.077037 0.849187862
SPATAl6 ENSG00000144962 3 172597148 172869058 367 32 123834 1.4252 0.077051 0.849187862
CYP7B1  ENSG00000172817 8 65490320 65721318 294 15 123834 1.4245 0.077158 0.849187862

MDGA1 ENSG00000112139 6 37590284 37677082 186 28 123834 1.4243 0.077184 0.849187862

ATG13 ENSG00000175224 11 46628826 46706368 45 4 123834 1.424 0.077228 0.849187862

RP11-886H22.1 ENSG00000266997 18 47312163 47373993 122 13 123834 1.4239 0.077231 0.849187862
Cl4orfl80 ENSG00000184601 14 105036021 105066852 50 7 123834 1.4232 0.077343 0.849187862
MASP1 ENSG00000127241 3 186925942 187019810 130 22 123834 1.4231 0.077349 0.849187862
NPNT ENSG00000168743 4 106805932 106935184 234 19 123834 1.423 0.07737 0.849187862
HMGN1 ENSG00000205581 21 40704241 40731573 65 7 123834 1.4227 0.077417 0.849187862

MBNL2 ENSG00000139793 13 97863688 98056374 163 20 123834 1.4225 0.077442 0.849187862

ANKRD2 ENSG00000165887 10 99322198 99353641 42 7 123834 1.4223 0.077467 0.849187862

CDCP2 ENSG00000157211 1 54588747 54629443 67 13 123834 1.4223 0.07747 0.849187862

MLLT11  ENSG00000213190 1 151020234 151050970 37 6 123834 1.4222 0.077486 0.849187862
FBLN2 ENSG00000163520 3 13563824 13689922 240 36 123834 1.4221 0.077502 0.849187862

PRR13 ENSG00000205352 12 53825389 53850429 17 2 123834 1.4217 0.077563 0.849187862

BUD13 ENSG00000137656 11 116608886 116653704 104 14 123834 1.4213 0.077608 0.849187862
CHRNA2 ENSG00000120903 8 27307279 27347400 77 12 123834 1.4206 0.077722 0.849187862

PSME3 ENSG00000131467 17 40966402 41005774 4 2 123834 1.4206 0.077722 0.849187862

AOC2 ENSG00000131480 17 40986617 41012724 4 2 123834 1.4206 0.077722 0.849187862

ZNF354A ENSG00000169131 5 178128593 178167703 76 5 123834 1.4205 0.0777350.849187862
SRMS ENSG00000125508 20 62162163 62188857 32 5 123834 1.4201 0.077791 0.849311504

CIR1 ENSG00000138433 2 175202750 175270443 45 7 123834 1.4193 0.077903 0.850046053
LRP2 ENSG00000081479 2 169973619 170229195 438 52 123834 1.4184 0.078037 0.850651596
WDR17 ENSG00000150627 4 176976985 177113978 275 13 123834 1.4183 0.078048 0.850651596
AC079341.1 ENSG00000226757 4 122675740 122697962 46 7 123834 1.4175 0.078169 0.850724964
CwC25 ENSG000001082%96 17 36946687 36991734 92 11 123834 1.4174 0.078184 0.850724964

IMMP1L  ENSG00000148950 11 31443948 31541192 80 4 123834 1.4174 0.078189 0.850724964

MTSS1L  ENSG00000132613 16 70685107 70729969 41 10 123834 1.4167 0.078285 0.851282197

OAS3 ENSG00000111331 12 113366157 113421054 110 8 123834 1.4162 0.078357 0.851349237
PEX2 ENSG00000164751 8 77882494 77923280 69 8 123834 1.4159 0.0784 0.851349237

C6orf229 ENSG00000260286 6 24787549 24809117 43 10 123834 1.4152 0.078504 0.851349237

RAB32 ENSG00000118508 6 146854829 146886101 26 3 123834 1.4148 0.07856 0.851349237
SPIRE2 ENSG00000204991 16 89874587 89947727 124 11 123834 1.4145 0.078612 0.851349237

ATP1B1  ENSG00000143153 1 169064935 169111960 88 11 123834 1.4133 0.078782 0.851349237
TCEA3 ENSG00000204219 1 23697554 23761233 112 15 123834 1.4133 0.078786 0.851349237

PLCB3 ENSG00000149782 11 64008995 64046622 39 8 123834 1.4132 0.078792 0.851349237

KLHLS8 ENSG00000145332 4 88071255 88171466 130 17 123834 1.4131 0.078812 0.851349237

QRICH1  ENSG00000198218 3 49057140 49141796 51 6 123834 1.413 0.078828 0.851349237

RBM26 ENSG00000139746 13 79875962 79990612 236 6 123834 1.4129 0.078849 0.851349237

IRF2BP1 ENSG00000170604 19 46376866 46399376 36 5 123834 1.4124 0.07891 0.851349237

NKTR ENSG00000114857 3 42632106 42700227 119 9 123834 1.4124 0.078922 0.851349237

LOXL2 ENSG00000134013 8 23144702 23292841 473 34 123834 1.4122 0.078942 0.851349237

C220rf23 ENSG00000128346 22 38329528 38359676 17 3 123834 1.4121 0.078963 0.851349237

ADPGK ENSG00000159322 15 73033710 73088187 82 10 123834 1.4111 0.079104 0.851467432

CGB7 ENSG00000196337 19 49547531 49572117 20 5 123834 1.4098 0.079302 0.851467432

SPNS1 ENSG00000169682 16 28975542 29005869 16 3 123834 1.4097 0.0793150.851467432

MYL7 ENSG00000106631 7 44168463 44190931 22 5 123834 1.4094 0.079364 0.851467432

FAM227B ENSG00000166262 15 49609159 49923128 744 24 123834 1.4084 0.079504 0.851467432

THBS1 ENSG00000137801 15 39863280 39901667 40 4 123834 1.4084 0.079508 0.851467432

DEK ENSG00000124795 6 18214099 18275054 92 11 123834 1.4083 0.07952 0.851467432

RNFT1 ENSG00000189050 17 58019601 58052122 26 5 123834 1.4082 0.07953 0.851467432

VWASA ENSG00000110002 11 123976069 124028428 95 17 123834 1.4079 0.079583 0.851467432
EIF5B ENSG00000158417 2 99943816 100027789 128 8 123834 1.4077 0.079607 0.851467432

NLRP5 ENSG00000171487 19 56501092 56583179 200 38 123834 1.4076 0.079626 0.851467432

LAT ENSG00000213658 16 28986147 29012104 10 3 123834 1.4075 0.079641 0.851467432

NKAIN2 ENSG00000188580 6 124115286 125156803 1393 117 123834 1.4068 0.079736 0.851467432



LTC4S ENSG00000213316 5
CLDN11 ENSG00000013297 3
MGC4771 ENSG00000269363 2
C2orf78 ENSG00000187833 2
HDAC2 ENSG00000196591 6
CMAS ENSG00000111726 1
PCBP2 ENSG00000197111 1
C6orf201 ENSG00000185689 6
PRIM2 ENSG00000146143 6

Cdorf26 ENSG00000174792 4
TCP11L1 ENSG00000176148 1
INSC ENSG00000188487 1
HSD17B12 ENSG00000149084 1
EXOC5 ENSG00000070367 1
BLOC1S2 ENSG00000196072 1
PPPIR3D ENSG00000132825 2
IP6K2 ENSG00000068745 3
SCAF1 ENSG00000126461 1
PCSK5 ENSG00000099139 9
CAPZA3 ENSG00000177938 1
GZMK ENSG00000113088 5
ACTR3C  ENSG00000106526 7
RFPL4A  ENSG00000223638 1
DDX49 ENSG00000105671 1
LYPD6 ENSG00000187123 2
TMOD1 ENSG00000136842 9
CAPNS ENSG00000203697 1
PKLR ENSG00000143627 1
HEATR1 ENSG00000119285 1

AP003068.23 ENSG00000254614

GNA1l4 ENSG00000156049 9
REEP2 ENSG00000132563 5

C9orf91 ENSG00000157693 9
7Z97053.1 ENSG00000269605 2
LRRC16A ENSG00000079691 6
ARLA4C ENSG00000188042 2
TYW3 ENSG00000162623 1
CCNE2 ENSG00000175305 8

CSPG5 ENSG00000114646 3

Cl0orfl13 ENSG00000204683
RRAGC ENSG00000116954 1

EGR1 ENSG00000120738 5

GLDC ENSG00000178445 9
CXCL1 ENSG00000163739 4
RALYL ENSG00000184672 8
CWF19L1 ENSG00000095485 10
BNIPL ENSG00000163141 1
ZNF878 ENSG00000257446 19
PRDM1 ENSG00000057657 6
Clorf222 ENSG00000142609 1
HSPAIA  ENSG00000204389 6

RSF1 ENSG00000048649 11
UsP38 ENSG00000170185 4

COMP ENSG00000105664 19
CCDC60 ENSG00000183273 12
RASEF ENSG00000165105 9
RP11-276H1.3 ENSG00000175604

MAP3K12 ENSG00000139625 1

RP11-211G3.3 ENSG00000228804

NUP160 ENSG00000030066 1
STARD3NL ENSG00000010270 7
NT5C1A ENSG00000116981 1
ACOT11 ENSG00000162390 1
TMPRSS13 ENSG00000137747 1
PBRM1 ENSG00000163939 3

AC006126.3 ENSG00000266958

PICALM ENSG00000073921 1
TRIM21 ENSG00000132109 1
LAIRIL ENSG00000167613 1
MPLKIP  ENSG00000168303 7
NAT10 ENSG00000135372 1

CCDC33 ENSG00000140481 1
WDR6 ENSG00000178252 3
HAS2 ENSG00000170961 8

DSCR3 ENSG00000157538 2
CDH22 ENSG00000149654 2
EXOC3L2 ENSG00000130201 1
FAM83A  ENSG00000147689 8
TXNDC9 ENSG00000115514 2
RIOK2 ENSG00000058729 5
KATNAL2 ENSG00000167216 1
PLA2G10 ENSG00000069764 1
PARP14 ENSG00000173193 3
CELF2 ENSG00000048740 1
VAV3 ENSG00000134215 1
MDGA2 ENSG00000139915 1
JAKMIP1 ENSG00000152969 4

CTB-60B18.6 ENSG00000267335
MYO15B  ENSG00000266714 17
APOM ENSG00000204444 6
LGALSS ENSG00000116977 1

POLG ENSG00000140521 15

BRWD1 ENSG00000185658 2
IL10ORA  ENSG00000110324 1

MDGA2 ENSG00000272781 14
CTC-512J12.6 ENSG00000267173
EI24 ENSG00000149547 11

TRDMT1 ENSG00000107614 1
HIVEP3 ENSG00000127124 1

[(SEN

2

1

1

0

179210981 179233648 40 7 123834 1.4066 0.079767 0.851467432
170126653 170588169 646 47 123834 1.4066 0.079777 0.851467432
232561517 232581621 21 3 123834 1.4065 0.079795 0.851467432
74001316 74054274 17 3 123834 1.4059 0.079872 0.851467432

114244192 114342472 177 23 123834 1.4056 0.079925 0.851467432
22189108 22228608 37 5 123834 1.4055 0.07993 0.851467432

53825525 53884946 32 5 123834 1.4051 0.079991 0.851467432

4069440 4141185 144 12 123834 1.4047 0.0800550.851467432

57169603 57523375 155 13 123834 1.4047 0.0800550.851467432

76471258 76501095 44 9 123834 1.4047 0.080057 0.851467432

33050963 33137489 280 12 123834 1.4039 0.080174 0.851467432

15123970 15278754 258 36 123834 1.4039 0.080181 0.851467432

43567986 43888167 454 23 123834 1.4033 0.080259 0.851467432

57660518 57745726 91 3 123834 1.4033 0.080262 0.851467432

102023713 102056469 57 7 123834 1.4031 0.080297 0.851467432
58501894 58525352 11 2 123834 1.403 0.080309 0.851467432

48715436 48787786 67 6 123834 1.4025 0.080383 0.851467432

50135382 50171899 27 6 123834 1.402 0.080456 0.851467432

78495560 78987255 868 123 123834 1.402 0.080457 0.851467432

18881045 18902121 28 5 123834 1.4019 0.080472 0.851467432

54310081 54340398 35 5 123834 1.4017 0.080497 0.851467432

149931005 150030814 179 13 123834 1.4011 0.080593 0.851566829
56260380 56284541 19 4 123834 1.4005 0.080683 0.851566829

19020484 19049436 16 5 123834 1.4001 0.080736 0.851566829

150176499 150340662 164 16 123834 1.3999 0.08077 0.851566829
100253462 100374030 137 25 123834 1.3998 0.08078 0.851566829
223701349 223863436 220 23 123834 1.3998 0.080782 0.851566829
155249630 155281225 28 2 123834 1.3996 0.08082 0.851566829
236702305 236777804 338 11 123834 1.3986 0.080967 0.851990829
11 64935077 64959305 11 2 123834 1.3983 0.081011 0.851990829
80027995 80273223 330 58 123834 1.398 0.081053 0.851990829

137764706 137792658 44 8 123834 1.3979 0.081073 0.851990829
117363486 117418702 180 12 123834 1.3977 0.081103 0.851990829
43224346 43258126 55 8 123834 1.3975 0.0811350.851990829

25269306 25630758 1100 54 123834 1.3972 0.081174 0.851990829

235391685 235415697 25 8 123834 1.3965 0.081277 0.852539729
75188836 75242362 156 15 123834 1.3963 0.081316 0.852539729

95881998 95918906 95 14 123834 1.3957 0.0814 0.852607189

47593729 47632282 21 2 123834 1.3956 0.081419 0.852607189

10 21404692 21445488 61 8 123834 1.3953 0.081457 0.852607189

39293870 39335495 78 12 123834 1.3944 0.081603 0.853665286

137791179 137815004 37 6 123834 1.3939 0.081668 0.853875327
6522464 6655650 161 26 123834 1.3931 0.081787 0.854649421

74725110 74746959 32 6 123834 1.3924 0.081907 0.854933205

85085022 85844079 800 32 123834 1.3923 0.081913 0.854933205

101982055 102037437 107 8 123834 1.3916 0.08202 0.854933205
150999046 151030076 34 7 123834 1.3915 0.082036 0.854933205
12144620 12177127 50 4 123834 1.3913 0.082065 0.854933205

106524195 106567814 32 9 123834 1.391 0.082106 0.854933205
1843396 1945276 117 14 123834 1.3909 0.082129 0.854933205

31773291 31795723 22 11 123834 1.3899 0.082277 0.855318611

77361041 77542063 290 9 123834 1.3898 0.082295 0.855318611

144096070 144154983 95 6 123834 1.3895 0.082347 0.855318611
18883583 18912123 9 2 123834 1.3892 0.08238 0.855318611

119762517 119988852 337 41 123834 1.3886 0.082472 0.855318611
85584500 85688092 77 4 123834 1.3885 0.08249 0.855318611

16 12170603 12194159 50 7 123834 1.3885 0.082495 0.855318611

53864274 53903847 10 4 123834 1.3878 0.082602 0.855318611

3 187410101 187461637 111 14 123834 1.3877 0.082611 0.855318611
47789639 47880107 119 8 123834 1.3874 0.082659 0.855318611

38207824 38280272 167 16 123834 1.3874 0.082661 0.855318611

40114793 40147710 45 10 123834 1.3867 0.082771 0.855990842

54997930 55114865 243 26 123834 1.3862 0.082849 0.856279409

117761358 117810174 60 12 123834 1.3859 0.082889 0.856279409
52569368 52729933 283 9 123834 1.3848 0.083061 0.85679534

19 45680646 45730191 84 8 123834 1.3846 0.083089 0.85679534

85658727 85790924 304 16 123834 1.3836 0.0832350.85679534

4396127 4424926 29 9 123834 1.3835 0.083249 0.85679534

54855362 54892165 34 6 123834 1.3833 0.083282 0.85679534

40155622 40184258 20 6 123834 1.3833 0.083292 0.85679534

34117149 34179217 81 2 123834 1.3827 0.08338 0.85679534

74499613 74638813 156 24 123834 1.3826 0.083396 0.85679534

49034495 49063386 8 2 123834 1.3823 0.0834350.85679534

122614356 122663630 77 11 123834 1.3823 0.083444 0.85679534
38585721 38650262 70 12 123834 1.382 0.08348 0.85679534

44792372 44947137 130 25 123834 1.3816 0.083545 0.85679534

45705879 45747469 78 5 123834 1.3815 0.08356 0.85679534

124181200 124232314 105 7 123834 1.3815 0.08357 0.85679534
99925445 99967165 64 6 123834 1.381 0.083641 0.857060985

96486571 96528964 81 13 123834 1.3795 0.083865 0.858893276

44487455 44637658 232 16 123834 1.3791 0.083926 0.858895897

14756405 14798526 14 2 123834 1.3789 0.08397 0.858895897

122389465 122459687 161 17 123834 1.3786 0.084013 0.858895897
11037259 11388674 554 56 123834 1.3784 0.084046 0.858895897

108103782 108517766 833 62 123834 1.3774 0.084188 0.859545435
47298826 48154157 1547 57 123834 1.3774 0.0842 0.859545435

6017926 6212318 217 40 123834 1.3769 0.084273 0.85982887

19 49516210 49550152 51 5 123834 1.3764 0.084346 0.859882836
73574139 73632929 151 17 123834 1.376 0.084403 0.859882836

31610193 31635987 30 11 123834 1.3752 0.084542 0.859882836

236671300 236726281 219 7 123834 1.3746 0.084627 0.859882836
89849534 89888092 29 4 123834 1.3745 0.084636 0.859882836

40546102 40703485 375 13 123834 1.3739 0.084742 0.859882836

117847063 117882196 42 4 123834 1.3738 0.084745 0.859882836
47301134 48153999 1543 56 123834 1.3738 0.084748 0.859882836

19 44823848 44915774 257 21 123834 1.3728 0.084911 0.859882836
125429112 125464575 55 9 123834 1.3725 0.084948 0.859882836
17174253 17254053 220 8 123834 1.3723 0.084992 0.859882836

41962036 42511596 702 53 123834 1.3722 0.085001 0.859882836
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TSPAN17 ENSG00000048140 5

ZC3H6 ENSG00000188177 2
ADCK3 ENSG00000163050 1
ZNF136 ENSG00000196646 19
TRAPPC2P1 ENSG00000256060
OR7E24 ENSG00000237521 19
MIPEP ENSG00000027001 13
UNKL ENSG00000059145 16
YRDC ENSG00000196449 1
COPE ENSG00000105669 19
ALX1 ENSG00000180318 12
RHBDD1 ENSG00000144468 2

TMEM178A ENSG00000152154 2

VPS35 ENSG00000069329 16
OXSM ENSG00000151093 3
WEDC12 ENSG00000168703 20
APOE ENSG00000130203 19
C7orf66 ENSG00000205174 7
S1PR1 ENSG00000170989 1
DNM3 ENSG00000197959 1

MAPILC3A ENSG00000101460 20
ENSG00000173486 11

FKBP2

HOXA2 ENSG00000105996 7

PPP1R14B ENSG00000173457 11
ENSG00000107551 10

RASSF4
AURKAIP1 ENSG00000175756 1
FDX1
RP11-4104.1

CPXM2 ENSG00000121898 10
WDR64 ENSG00000162843 1
AC005003.1 ENSG00000213888
ENOSF1 ENSG00000132199 18
CLDN15 ENSG00000106404 7
OR10A6 ENSG00000175393 11
SLC43A3 ENSG00000134802 11
SH3BP4 ENSG00000130147 2
TAB1 ENSG00000100324 22
CTRC ENSG00000162438 1
AC027763.2 ENSG00000215067
NUDT?7 ENSG00000140876 16
SLC5A11 ENSG00000158865 16
NDST1 ENSG00000070614 5
FGF3 ENSG00000186895 11
OR52K1 ENSG00000196778 11

Cleorf97 ENSG00000261190 16

TMEM54 ENSG00000121900 1
ZNF707 ENSG00000181135 8
AJUBA ENSG00000129474 14
TREM1 ENSG00000124731 6
GJA9 ENSG00000131233 1
SPAG7 ENSG00000091640 17
GABPB2 ENSG00000143458 1
LY6G6C  ENSG00000204421 6
RP11-565P22.6 ENSG00000254706
GPR12 ENSG00000132975 13
RP1-32110.10 ENSG00000220702
PRDX5 ENSG00000126432 11
RP5-1021120.4 ENSG00000258653
CTD-3193013.9 ENSG00000183248

UBA3 ENSG00000144744 3
MYCBP ENSG00000214114 1
HDLBP ENSG00000115677 2
ZNF345 ENSG00000251247 19
CDCA3 ENSG00000111665 12
TMED8 ENSG00000100580 14
SUPT20H ENSG00000102710 13
ATOHS8 ENSG00000168874 2
ZSWIM2 ENSG00000163012 2
IPCEF1 ENSG00000074706 6
GRAMD1B ENSG00000023171 11
MNX1 ENSG00000130675 7
ACP6 ENSG00000162836 1
PSMG1 ENSG00000183527 21
BCKDK ENSG00000103507 16
SLFNL1 ENSG00000171790 1

MYB ENSG00000118513 6
ENSG00000124702 6

GCNT2 ENSG00000111846 6
DLGAP2 ENSG00000198010 8

ACP5 ENSG00000102575 19
NDC80 ENSG00000080986 18
DEPDC1 ENSG00000024526 1
KATNAL ENSG00000186625 6
PCED1B  ENSG00000179715 12
RGS12 ENSG00000159788 4
GPR52 ENSG00000203737 1
IL12B ENSG00000113302 5

NUMB ENSG00000133961 14
KRT17 ENSG00000128422 17
RP11-195F19.5 ENSG00000187186
FDPS ENSG00000160752 1
SEMA4A  ENSG00000196189 1
TSTD2 ENSG00000136925 9
RP11-422N16.3 ENSG00000248050
POLR3C  ENSG00000186141 1

Cl70rf72 ENSG00000224383 17
ENSG00000264424 17

MYH4

ENSG00000137714 11
ENSG00000266258

ENSG00000089639 19
C220rf24 ENSG00000128254 22

176064388 176096058 27
113023171 113107640 126
227075237 227185246 132
12263879 12310064 42 4 123834
19 57864879 57886721 39 7
9351606 9372820 21 4 123834
24294328 24473558 240 17 123834
1403206 1474752 78 7 123834
38258616 38283857 20 4 123834
19000323 19040206 42 9 123834
85663885 85705562 49 6 123834
227690297 227873931 238
39882122 39955103 31 4 123834
46680054 46733430 6 2 123834
25814408 25846025 48 5 123834
43742066 43763106 54 6 123834
45399011 45422650 28 7 123834
108514032 108534644 46
101692444 101717074 19
171800621 172397606 935
33124658 33158149 17 3 123834
63998475 64021604 23 4 123834
27129721 27152430 20 4 123834
64001956 64024413 24 5 123834
45444855 45501339 77 13 123834
1299110 1320875 87 8 123834
110290607 110345605 107

18 67992675 68029695 99 10
125455723 125709783 546
241805580 241975435 318

22 31732875 31754670 34 9
660324 722676 183 13 123834
100865373 100892101 37
7939180 7960209 75 7 123834
57164427 57205053 34 7 123834
235850617 235974358 116
39785746 39843065 42 3 123834
15754935 15785737 17 5 123834
17 6769954 6925668 141 23
77746411 77786157 184 17 123834
24847162 24932949 73 14 123834
149855381 149947773 135
69614992 69643792 63 8 123834
4500109 4521138 36 4 123834
52029399 52122386 88 13 123834
33350195 33377039 12 3 123834
144756622 144806068 72
23430383 23461851 6 3 123834
41225664 41264457 72 14 123834
39320175 39357289 72 8 123834
4852521 4881167 31 7 123834
151033054 151108018 119
31676425 31699622 17 9 123834
1 162325197 162361905
27319341 27344922 57 5 123834
22 44751431 44772164 43 10
64075560 64099283 22 6 123834
14 74308674 74408981 332 14

19 7923605 7949326 27 7
69093881 69139559 40 7 123834
39318636 39357289 78 9 123834
242156679 242266476 157
37331263 37413931 188 16 123834
6943957 6971230 6 3 123834
77791364 77853452 107 15 123834
37573449 37643850 74 4 123834
85968467 86025189 31 8 123834
187682562 187723935 104
154465631 154687926 453
123386344 123508482 170
156776745 156813345 65
147091453 147152618 71
40536695 40565777 90 8 123834
31107428 31134110 34 4 123834
41471269 41498909 57 9 123834
135492453 135550311 45
42971951 42999036 35 5 123834
19730285 19764476 27 8 123834
32319507 32351504 51 13 123834
10482456 10639601 304 28 123834
1439532 1666642 375 28 123834
11675475 11699823 33 5 123834
2561510 2626634 140 15 123834
68929835 68972904 90 11 123834
149906009 149980108 107
47463386 47640443 212 27 123834
3284755 3451640 215 29 123834
174407212 174428683 30
158731791 158767895 30
73731815 73940348 319 15 123834
39765689 39791094 10 3 123834
9 34654160 34676109 39 6
155268539 155300457 15
156107157 156157543 42
100352362 100405962 34

8 110646344 110670313
145582605 145621025 17
62065711 62091664 1 1 123834
10336607 10382876 54 5 123834
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LBH ENSG00000213626 2
KMT2D ENSG00000167548 12
XKR8 ENSG00000158156 1
ERVFRD-1 ENSG00000244476 6
TRH ENSG00000170893 3
GINM1 ENSG00000055211 6
FAM217B ENSG00000196227 20
FAM83G  ENSG00000188522 17
RNMT ENSG00000101654 18
ZNF662 ENSG00000182983 3
CDC42EP4 ENSG00000179604 17
SETD6 ENSG00000103037 16
RGS16 ENSG00000143333 1
BAX ENSG00000087088 19
ABI2 ENSG00000138443 2
PDZD7 ENSG00000186862 10
MPPED2 ENSG00000066382 11
NEURL4 ENSG00000215041 17
EDF1 ENSG00000107223 9
PRKD1 ENSG00000184304 14
CSTF2T  ENSG00000177613 10
NCKIPSD ENSG00000213672 3
PDXK ENSG00000160209 21
HMGN3 ENSG00000118418 6
SEPHS1 ENSG00000086475 10
CSDE1 ENSG00000009307 1
TRMT112 ENSG00000173113 11
TPP1 ENSG00000166340 11
ZNF138 ENSG00000197008 7
SH3YL1 ENSG00000035115 2
Cl8orf32 ENSG0O0000177576 18
ICAM4 ENSG00000105371 19
INTS6 ENSG00000102786 13
OAS1 ENSG00000089127 12
CENPN ENSG00000166451 16
RP11-544M22.13 ENSG00000270149
MYOG ENSG00000122180 1
LIG4 ENSG00000174405 13
QPCT ENSG00000115828 2
FAM222A ENSG00000139438 12
HCN3 ENSG00000143630 1
SERP1 ENSG00000120742 3
FAM134C ENSG00000141699 17
CRNKL1 ENSG00000101343 20
CD7 ENSG00000173762 17
SMAP1 ENSG00000112305 6
TSEN34 ENSG00000170892 19
EPAS1 ENSG00000116016 2
SPRTN ENSG00000010072 1
RAB3A ENSG00000105649 19
RP4-583P15.14 ENSG00000273047
LIMEL ENSG00000203896 20
DNAJC21 ENSG00000168724 5
UTP23 ENSG00000147679 8
FKBP1C ENSG00000198225 6
PUSL1 ENSG00000169972 1
PARP15 ENSG00000173200 3
RP11-9B6.1 ENSG00000248511
FSTL4 ENSG00000053108 5
UBTD1 ENSG00000165886 10
CD36 ENSG00000135218 7
TCEB3CL2 ENSG00000266996 18
LRFN5 ENSG00000165379 14
Céorf25 ENSG00000204420 6
UNK ENSG00000132478 17
TBX1 ENSG00000184058 22
POMT2 ENSG00000009830 14
MEAF6 ENSG00000163875 1
LIN28A ENSG00000131914 1
DUSP11 ENSG00000144048 2
C6orfl195 ENSG00000164385 6
ZNF710 ENSG00000140548 15
GBPS ENSG00000154451 1
CCNI2 ENSG00000205089 5
NYAP2 ENSG00000144460 2
DYNLRB1 ENSG00000125971 20
SC5D ENSG00000109929 11
ZCCHC6 ENSG00000083223 9
PTGR2 ENSG00000140043 14
TNFRSF11A ENSG00000141655
PTPRK ENSG00000152894 6
LPP ENSG00000145012 3
C220rf26 ENSG00000182257 22
SGK1 ENSG00000118515 6
ATP5F1 ENSG00000116459 1
Cl0orf25 ENSG00000165511 10
C5AR1 ENSG00000197405 19
Clorf226 ENSG00000239887 1
11-Mar ENSG00000183654 5
DHRS7B  ENSG00000109016 17
PARP10 ENSG00000178685 8
BTN1Al ENSG00000124557 6
MRPS7 ENSG00000125445 17
PARD3B  ENSG00000116117 2
STAMBP  ENSG00000124356 2
NRD1 ENSG00000078618 1
BIRC7 ENSG00000101197 20
AHNAK ENSG00000124942 11
NR2F6 ENSG00000160113 19

30444397 30556596 190 23 123834
49402758 49463557 28 4 123834
28275973 28304607 25 6 123834
11092722 11121965 79 5 123834
129683148 129706781 29
149877430 149922884 24
58498819 58533735 24 2 123834
18862102 18918117 32 6 123834
13716659 13774557 133 15 123834
42937223 42970825 22 4 123834
71269763 71318314 26 8 123834
58539383 58564431 49 8 123834
182557758 182583543 20
49448072 49475055 26 5 123834
204182942 204322446 118
102757440 102800890 22
30396040 30618419 337 25 123834
7208947 7242712 37 6 123834
139746571 139770738 9
30035687 30671104 739 80 123834
53445247 53469355 57 5 123834
48691364 48733797 32 2 123834
45128975 45192188 54 13 123834
79900962 79954406 64 6 123834
13349424 13400297 110 9 123834
115249534 115311297 70
64073932 64095556 21 5 123834
6624000 6650692 37 6 123834
64244766 64304054 150 11 123834
207730 276398 101 8 123834
46998028 47023622 57 9 123834
10387643 10409198 23 5 123834
51918213 52038400 148 11 123834
113334582 113379990 98
81030103 81076719 126 5 123834
1 160957747 161018752
203042260 203065164 11
108849787 108880716 56
37561717 37610465 100 18 123834
110142033 110218312 73
155237374 155269639 30
150249781 150331015 148
40721531 40772641 67 5 123834
20005012 20046690 106 11 123834
80262744 80285478 30 2 123834
71367479 71581718 337 13 123834
54683789 54707585 36 4 123834
46510806 46623836 107 24 123834
231462850 231500769 52
18297594 18324884 42 6 123834
20 62359623 62381751 34 4
62356815 62380456 36 4 123834
34919698 34969069 50 7 123834
117768742 117871702 155
63911351 63932929 47 3 123834
1233947 1257057 28 5 123834
122286449 122367894 181

4 93208402 93235329 16 3
132522147 132958255 482
99248625 99340966 117 11 123834
79988891 80318593 515 36 123834
44532731 44554607 15 4 123834
42066773 42383752 587 25 123834
31676371 31704491 18 9 123834
73770681 73831886 87 11 123834
19734226 19781116 54 5 123834
77731299 77797227 90 14 123834
37948176 37990375 67 9 123834
26727269 26766213 44 6 123834
73979311 74017284 21 2 123834
2612147 2644837 53 7 123834
90534624 90635438 50 9 123834
89714633 89748544 15 4 123834
132073137 132099856 19
226255364 226528734 341
33094214 33138762 20 2 123834
121153162 121189403 24
88892648 88979369 96 6 123834
74308547 74363530 173 10 123834
18 59982520 60068516 137 32
128279924 128851870 549
187861072 188618460 1022
46435358 46460024 8 2 123834
134480384 134649250 220
111981486 112015395 42
45483146 45506336 25 5 123834
47783280 47835323 97 6 123834
162326698 162366600 52
16057248 16190871 109 14 123834
21016677 21106578 60 6 123834
145041321 145096940 41
26491449 26520650 51 9 123834
73247755 73272454 34 4 123834
205400516 206494886 1464
74046086 74110786 127 13 123834
52244863 52354477 111 15 123834
61857235 61881859 82 11 123834
62191016 62333707 156 20 123834
17332692 17366749 67 14 123834
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SERPINF1 ENSG00000132386 17
POC5 ENSG00000152359 5
LATS1 ENSG00000131023 6
AC004076.7 ENSG00000268533
AC011475.1 ENSG00000226104
IMPDH1 ENSG00000106348 7
Cl20rf57 ENSG00000111678 12
OLIG1 ENSG00000184221 21
KCTD17 ENSG00000100379 22
RPAIN ENSG00000129197 17
CAMSAP3 ENSG00000076826 19
HNF1A ENSG00000135100 12
SQSTM1 ENSG00000161011 5
MRGPRX1 ENSG00000170255 11
DCAF4 ENSG00000119599 14
VSX2 ENSG00000119614 14
PDS5B ENSG00000083642 13
PCDHGC3 ENSG00000240184 5
MIF4GD ENSG00000125457 17
LINS52 ENSG00000205659 14
SPCS1 ENSG00000114902 3
Cl0orf10 ENSG0O0000165507 10
AGRN ENSG00000188157 1
NFE2L2 ENSG00000116044 2
CHUK ENSG00000213341 10
PDPN ENSG00000162493 1
Cc1QC ENSG00000159189 1
KRTAP5-5 ENSG00000185%40 11
IL22RA1 ENSG00000142677 1
MED18 ENSG00000130772 1
NENF ENSG00000117691 1
MVB12B  ENSG00000196814 9
PDEA4C ENSG00000105650 19
EIF2AK1 ENSG00000086232 7
CCL27 ENSG00000213927 9
LZTS2 ENSG00000107816 10
POLE3 ENSG00000148229 9
TTC21B  ENSG00000123607 2
CELF3 ENSG00000159409 1
TRNT1 ENSG00000072756 3
NDUFBS ENSG00000136521 3
RHOQ ENSG00000119729 2
ZEB1 ENSG00000148516 10
LECT2 ENSG00000145826 5
MUC3A ENSG00000169894 7
GNB3 ENSG00000111664 12
PAPD4 ENSG00000164329 5
ZNF233 ENSG00000159915 19
OR2AK2 ENSG00000187080 1
ZNF625-2ZNF20 ENSG00000213297
NUTM2E  ENSG00000228570 10
ASXL3 ENSG00000141431 18
LRP11 ENSG00000120256 6
OR11H4 ENSG00000176198 14
NUP43 ENSG00000120253 6
MRPL38 ENSG00000204316 17
ALAS1 ENSG00000023330 3
RP11-178C3.1 ENSG00000267318
BTC ENSG00000174808 4
ZNRF2 ENSG00000180233 7
MAPKBP1 ENSG00000137802 15
FBXW12 ENSG00000164049 3
ZNF205 ENSG00000122386 16
Uspl2 ENSG00000152484 13
FSHR ENSG00000170820 2
ZNF577 ENSG00000161551 19
SLC38A1 ENSG00000111371 12
PRC1 ENSG00000198901 15
VEGFA ENSG00000112715 6
GPANK1 ENSG00000204438 6
EN1 ENSG00000163064 2
GALK2 ENSG00000156958 15
AC139768.1 ENSG00000269339
PLEKHG5 ENSG00000171680 1
JARID2 ENSG00000008083 6
SAAl ENSG00000173432 11
ADRB1 ENSG00000043591 10
GNAT1 ENSG00000114349 3
ZNRF3 ENSG00000183579 22
TGS1 ENSG00000137574 8
RP11-10A14.4 ENSG00000253426
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CwC22 ENSG00000163510 2
CYP17A1 ENSG00000148795 10
SLC28A2 ENSG00000137860 15
PROCAL ENSG00000167525 17
SULT2A1 ENSG00000105398 19
KAT8 ENSG00000103510 16
CDH2 ENSG00000170558 18
LEMD2 ENSG00000161904 6
COPS5 ENSG00000121022 8
VHLL ENSG00000189030 1
HEMGN ENSG00000136929 9
KCTD8 ENSG00000183783 4
FAM126A ENSG00000122591 7
SERINC2 ENSG00000168528 1
PIK3CG ENSG00000105851 7
LPA ENSG00000198670 6
GPR37L1 ENSG00000170075 1
ARSK ENSG00000164291 5
PLA2G4B ENSG00000243708 15
JMJID7-PLA2G4B ENSG00000168970
SNAPC1 ENSG00000023608 14
RNF185 ENSG00000138942 22
PLXNB1 ENSG00000164050 3
CYB561D1 ENSG00000174151 1
10-Sep ENSG00000186522 2
RRP36 ENSG00000124541 6
LEFTY1 ENSG00000243709 1
RPL17-C1l80rf32 ENSG00000215472
NME 6 ENSG00000172113 3
STK10 ENSG00000072786 5
IL1R2 ENSG00000115590 2
VPS25 ENSG00000131475 17
Clorflll ENSG0O0000171722 1
RHNO1 ENSG00000171792 12
ITGB4 ENSG00000132470 17
SPACA7 ENSG00000153498 13
KIRREL ENSG00000183853 1
LHX2 ENSG00000106689 9
AQP11 ENSG00000178301 11
AC006486.1 ENSG00000204957
Clorfl09 ENSG00000116922 1
ANKRD65 ENSG00000235098 1
RBM12B  ENSG00000183808 8
CENPW ENSG00000203760 6
SPINKS ENSG00000229453 3
CRBN ENSG00000113851 3
DST ENSG00000151914 6
S100A12 ENSG00000163221 1
FAM83H ENSG00000180921 8
CHMP3 ENSG00000115561 2
CCDC88B ENSG00000168071 11
RALA ENSG00000006451 7
NXPH2 ENSG00000144227 2
MYRF ENSG00000124920 11
GCN1L1 ENSG00000089154 12
ORMDL2 ENSG00000123353 12
TSHZ1 ENSG00000179981 18
GPSM1 ENSG00000160360 9
STAC2 ENSG00000141750 17
ORM2 ENSG00000228278 9
HIST4H4 ENSG00000197837 12
NUDT15 ENSG00000136159 13
EMX1 ENSG00000135638 2
NKAIN4 ENSG00000101198 20
MICALL1 ENSG0000010013S9 22
CDCA7L  ENSG00000164649 7
AL353354.2 ENSG00000269804
SNAI3 ENSG00000185669 16
PTK7 ENSG00000112655 6
RBM25 ENSG00000119707 14
DDIT4 ENSG00000168209 10
SNTAL ENSG00000101400 20
MRGPRE  ENSG00000184350 11
RP11-1C1.5 ENSG00000249160
CLNS1A ENSG00000074201 11
TP53TG3 ENSG00000183632 16
SYNE2 ENSG00000054654 14
ZYG11A  ENSG00000203995 1
DTX4 ENSG00000110042 11
PIWILA4 ENSG00000134627 11
FITM2 ENSG00000197296 20
SDCBP ENSG00000137575 8
SLC8B1 ENSG00000089060 12
ABHD10 ENSG00000144827 3
C9orf43 ENSG00000157653 9
ADAM15 ENSG00000143537 1
UBE20Q2 ENSG00000140367 15
GAB1 ENSG00000109458 4
TXLNB ENSG00000164440 6
CNIH4 ENSG00000143771 1
SEFTPD ENSG00000133661 10
CADM1 ENSG00000182985 11
WBSCR16 ENSG00000174374 7
DKK2 ENSG00000155011 4
MEGF11 ENSG00000157890 15
REV1 ENSG00000135945 2
TRERF1 ENSG00000124496 6
BMP6 ENSG00000153162 6
RUSC1 ENSG00000160753 1
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TMEM104 ENSG00000109066 17 72762622 72845918 111 10 123834 1.1622 0.12257 0.869575832

NUP88 ENSG00000108559 17 5254258 5333480 244 9 123834 1.1622 0.12259 0.869575832

SLC35B4 ENSG00000205060 7 133964084 134011803 79 3 123834 1.1618 0.12265 0.869575832
ANKRA2 ENSG00000164331 5 72838160 72871511 61 7 123834 1.1615 0.12272 0.869575832

HIPK3 ENSG00000110422 11 33268218 33388569 114 10 123834 1.1612 0.12277 0.869575832

HSPBAP1 ENSG00000169087 3 122448846 122522671 200 18 123834 1.1611 0.1228 0.869575832
TYMS ENSG00000176890 18 647604 683578 81 6 123834 1.1611 0.12281 0.869575832

GMEB2 ENSG00000101216 20 62208955 62268394 168 16 123834 1.1604 0.12294 0.869575832

NYNRIN ENSG00000205978 14 24857992 24898494 27 12 123834 1.1604 0.12295 0.869575832

SLC35A3 ENSG00000117620 1 100425345 100502535 140 10 123834 1.1601 0.123 0.869575832
C8orf76 ENSG00000189376 8 124222196 124263638 1 1 123834 1.1598 0.12306 0.869575832
CASP6 ENSG00000138794 4 110599785 110634739 48 6 123834 1.1596 0.1231 0.869575832
MGAT3 ENSG00000128268 22 39843349 39898199 21 6 123834 1.1595 0.12312 0.869575832

IRX3 ENSG00000177508 16 54307216 54330675 19 5 123834 1.1595 0.12314 0.869575832

CISH ENSG00000114737 3 50633921 50659262 19 2 123834 1.1589 0.12325 0.869575832

ZNF230 ENSG00000159882 19 44497100 44528078 24 2 123834 1.1588 0.12328 0.869575832

RGS10 ENSG00000148908 10 121249340 121312220 96 13 123834 1.1587 0.12329 0.869575832
RP4-559A3.7 ENSG00000255835 1 226064396 226121978 111 12 123834 1.1586 0.1233 0.869575832
UTP15 ENSG00000164338 5 72851268 72887794 79 7 123834 1.1584 0.12334 0.869575832

ADCY8 ENSG00000155897 8 131782547 132064672 636 43 123834 1.1573 0.12357 0.869575832
ATP1A2 ENSG00000018625 1 160075549 160123381 90 15 123834 1.157 0.12363 0.869575832
CHPF2 ENSG00000033100 7 150919575 150945908 48 7 123834 1.1569 0.12365 0.869575832
MAN1A2 ENSG00000198162 1 117900071 118081494 427 19 123834 1.1569 0.12366 0.869575832
SART3 ENSG00000075856 12 108906357 108965176 154 11 123834 1.1569 0.12366 0.869575832
Cl2o0rf74 ENSG00000214215 12 93086619 93112325 34 4 123834 1.1568 0.12368 0.869575832

FAM25A  ENSG00000188100 10 88770063 88794487 42 10 123834 1.1567 0.12369 0.869575832

C8orf22 ENSG00000168333 8 49956870 49998649 62 7 123834 1.1567 0.1237 0.869575832

LYAR ENSG00000145220 4 4259428 4301896 90 16 123834 1.1566 0.12372 0.869575832

PTAFR ENSG00000169403 1 28463677 28530447 41 6 123834 1.1565 0.12374 0.869575832

KHDRBS1 ENSG00000121774 1 32469430 32536451 18 4 123834 1.1562 0.12379 0.869575832

TRRAP ENSG00000196367 7 98465556 98620866 221 10 123834 1.1563 0.12379 0.869575832

SFMBT1 ENSG00000163935 3 52927588 53090766 229 13 123834 1.156 0.12384 0.869575832

ZNF747 ENSG00000169955 16 30527244 30556668 8 3 123834 1.1559 0.12386 0.869575832

GFM1 ENSG00000168827 3 158352067 158420364 180 8 123834 1.1555 0.12394 0.869575832
GRIK3 ENSG00000163873 1 37251128 37509730 189 25 123834 1.1554 0.12396 0.869575832

NT5C1B-RDH14 ENSG00000250741 2 18726811 18780830 55 6 123834 1.1553 0.12398 0.869575832

NT5C1B  ENSG00000185013 2 18727050 18780838 55 6 123834 1.1553 0.12398 0.869575832

MS4A6A  ENSG00000110077 11 59929081 59962139 38 4 123834 1.1552 0.124 0.869575832

NKX3-2 ENSG00000109705 4 13532454 13556674 13 4 123834 1.1552 0.12401 0.869575832

AL162407.1 ENSG00000234631 10 115664530 115686949 7 3 123834 1.1551 0.12403 0.869575832
IPO5 ENSG00000065150 13 98595912 98686551 31 4 123834 1.1549 0.12406 0.869575832

SCARF2 ENSG00000244486 22 20768874 20802146 53 8 123834 1.1549 0.12406 0.869575832

DOCK1 ENSG00000150760 10 128583978 129260781 906 84 123834 1.1548 0.12408 0.869575832
AL646016.1 ENSG00000268365 1 240619183 240653504 34 5 123834 1.1546 0.12412 0.869575832
CLMP ENSG00000166250 11 122933035 123075989 367 32 123834 1.1545 0.12416 0.869575832
MIOX ENSG00000100253 22 50915213 50939077 12 6 123834 1.1543 0.12419 0.869575832

C3orf27 ENSG00000198685 3 128280843 128304929 30 8 123834 1.1542 0.12422 0.869575832
RPL35 ENSG00000136942 9 127610159 127634260 25 2 123834 1.154 0.12424 0.869575832
TLR6 ENSG00000174130 4 38815336 38868438 152 11 123834 1.1537 0.12431 0.869575832

ADRA1B  ENSG00000170214 5 159333790 159409551 117 13 123834 1.1534 0.12436 0.869575832
RABGAPLL ENSG00000152061 1 174118548 174974445 1425 17 123834 1.1533 0.12439 0.869575832
RIPK3 ENSG00000129465 14 24795227 24819251 63 7 123834 1.1532 0.12442 0.869575832

FGF18 ENSG00000156427 5 170836660 170894627 57 10 123834 1.1531 0.12444 0.869575832
H2AFZ ENSG00000164032 4 100859243 100881545 36 7 123834 1.1529 0.12448 0.869575832
CLEC11A ENSG00000105472 19 51216586 51238974 16 5 123834 1.1523 0.12459 0.869652514

TATDN3  ENSG00000203705 1 212955170 212999968 178 11 123834 1.1513 0.12479 0.869652514
OR52R1  ENSG00000176937 11 4814663 4835847 100 8 123834 1.1513 0.1248 0.869652514

CDC25A  ENSG00000164045 3 48188636 48239892 35 4 123834 1.1511 0.12485 0.869652514

MEX3B ENSG00000183496 15 82324119 82348482 27 7 123834 1.1509 0.12489 0.869652514

LRFN3 ENSG00000126243 19 36416260 36446669 49 4 123834 1.1509 0.12489 0.869652514

CNOT1 ENSG00000125107 16 58543855 58673790 311 12 123834 1.1508 0.12491 0.869652514

TMEM150C ENSG00000249242 4 83394323 83493510 106 22 123834 1.1507 0.12492 0.869652514

RSPRY1  ENSG00000159579 16 57210049 57284387 100 10 123834 1.1505 0.12496 0.869652514

NAT2 ENSG00000156006 8 18238755 18268728 129 13 123834 1.1504 0.12499 0.869652514

HOXB6 ENSG00000108511 17 46661639 46692354 56 11 123834 1.1502 0.12502 0.869652514

KRTAP27-1 ENSG00000206107 21 31699331 31720012 87 9 123834 1.1501 0.12504 0.869652514

LOXL1 ENSG00000129038 15 74208330 74254478 106 18 123834 1.1494 0.1252 0.869906939

ATAD3C  ENSG00000215915 1 1375069 1415538 5 2 123834 1.1493 0.12521 0.869906939

TACR2 ENSG00000075073 10 71153659 71186623 22 6 123834 1.1487 0.12534 0.869906939

ASCC1 ENSG00000138303 10 73846278 73986892 157 10 123834 1.1486 0.12536 0.869906939

METAP1D ENSG00000172878 2 172854490 172957158 168 19 123834 1.1484 0.1254 0.869906939
MOCOS ENSG00000075643 18 33757482 33862120 173 22 123834 1.1484 0.12541 0.869906939

SLC1A1  ENSG00000106688 9 4480444 4597469 117 19 123834 1.1481 0.12546 0.869906939

OSBP ENSG00000110048 11 59331871 59393617 91 6 123834 1.1481 0.12546 0.869906939

ZNF585A ENSG00000196967 19 37587636 37673643 153 12 123834 1.1478 0.12553 0.869906939

SP9 ENSG00000217236 2 175189674 175213220 26 8 123834 1.1475 0.12558 0.869906939
AC018470.1 ENSG00000268241 2 175190601 175212151 26 8 123834 1.1475 0.12558 0.869906939
CRYAA ENSG00000160202 21 44579118 44602915 9 3 123834 1.1469 0.1257 0.870420984

ZNF585B ENSG00000245680 19 37662481 37719055 66 9 123834 1.1465 0.12579 0.870715808

AC022210.1 ENSG00000269417 2 85112209 85132345 58 2 123834 1.1463 0.12584 0.870715808

AMER3 ENSG00000178171 2 131503008 131535707 21 1 123834 1.1461 0.12588 0.870715808
RP11-934B9.3 ENSG00000258973 14 24791516 24816588 56 7 123834 1.1456 0.12598 0.870833227

HSD17B1 ENSG00000108786 17 40691232 40717231 44 6 123834 1.1456 0.12599 0.870833227

PARVB ENSG00000188677 22 44385091 44578829 205 45 123834 1.1451 0.12608 0.870833227

PRDM16  ENSG00000142611 1 2975732 3365185 517 75 123834 1.1447 0.12618 0.870833227

Clorfl22 ENSG00000197982 1 38262651 38285126 20 4 123834 1.1446 0.12619 0.870833227

AP001579.1 ENSG00000268856 21 46482796 46502927 46 10 123834 1.1442 0.12627 0.870833227

HILPDA ENSG00000135245 7 128085903 128108472 59 13 123834 1.144 0.12631 0.870833227
OR2V1 ENSG00000185372 5 180541357 180562304 17 3 123834 1.1438 0.12635 0.870833227
SLC7A5 ENSG00000103257 16 87853629 87913094 177 19 123834 1.1438 0.12636 0.870833227

SERPINB7 ENSG00000166396 18 61410169 61482604 205 16 123834 1.1436 0.1264 0.870833227

TRHR ENSG00000174417 8 110088850 110141813 111 12 123834 1.1434 0.12644 0.870833227
FFAR4 ENSG00000186188 10 95316422 95374237 106 18 123834 1.1433 0.12645 0.870833227

PRRC2A  ENSG00000204469 6 31578497 31615548 58 11 123834 1.1426 0.12661 0.870833227

SLCT7A7 ENSG00000155465 14 23232431 23309029 140 19 123834 1.1425 0.12661 0.870833227

TNRC6C  ENSG00000078687 17 75990249 76114916 121 10 123834 1.1426 0.12661 0.870833227

OR7D2 ENSG00000188000 19 9286279 9309493 24 4 123834 1.1425 0.12663 0.870833227

SLC38A10 ENSG00000157637 17 79208800 79279347 140 21 123834 1.1417 0.12678 0.871456311

TENM3 ENSG00000218336 4 183055140 183734177 1172 140 123834 1.1415 0.12684 0.871456311



NUS1 ENSG00000153989 6 117986665 118041803 105 18 123834 1.1414 0.12686 0.871456311
CD93 ENSG00000125810 20 23049986 23076977 14 4 123834 1.1408 0.12697 0.871456311

MTMR3 ENSG00000100330 22 30269144 30436855 302 17 123834 1.1409 0.12697 0.871456311

LIMD1 ENSG00000144791 3 45586886 45737830 330 19 123834 1.1405 0.12704 0.871456311

HIVEP1 ENSG00000095951 6 11998995 12175232 287 26 123834 1.14 0.12715 0.871456311

PSMB10  ENSG00000205220 16 67958405 67980990 6 2 123834 1.1399 0.12716 0.871456311

APCDD1  ENSG00000154856 18 10444625 10499945 71 11 123834 1.1397 0.12721 0.871456311

KRR1 ENSG00000111615 12 75880684 75915416 59 6 123834 1.1395 0.12725 0.871456311

PIGS ENSG00000087111 17 26870401 26908890 9 3 123834 1.1394 0.12726 0.871456311

SEC24C  ENSG00000176986 10 75494120 75541919 37 3 123834 1.1393 0.12729 0.871456311

CDH18 ENSG00000145526 5 19463060 20585982 1716 75 123834 1.1392 0.12732 0.871456311

TSPAN13 ENSG00000106537 7 16783160 16834161 78 22 123834 1.1387 0.12741 0.871456311

MSANTD4 ENSG00000170903 11 105856350 105903130 30 7 123834 1.1385 0.12745 0.871456311
ASB17 ENSG00000154007 1 76374558 76408116 106 13 123834 1.1384 0.12748 0.871456311

YIF1A ENSG00000174851 11 66042051 66066641 14 4 123834 1.1383 0.1275 0.871456311

RNF103-CHMP3 ENSG00000249884 2 86722791 86958245 319 21 123834 1.1376 0.12763 0.871746207

GJA8 ENSG00000121634 1 147364946 147391393 46 9 123834 1.1376 0.12764 0.871746207
CSK ENSG00000103653 15 75064398 75105539 68 9 123834 1.1374 0.12768 0.871746207

RBM24 ENSG00000112183 6 17271577 17304106 46 10 123834 1.1367 0.12783 0.871790875

AVIL ENSG00000135407 12 58181159 58222487 26 5 123834 1.1367 0.12783 0.871790875

RBM39 ENSG00000131051 20 34281531 34340234 135 6 123834 1.1367 0.12783 0.871790875

FAM69A  ENSG00000154511 1 93297724 93437057 125 4 123834 1.1365 0.12787 0.871790875

PHACTR3 ENSG00000087495 20 58142564 58432766 510 33 123834 1.136 0.12798 0.871960726

ZNF589  ENSG00000164048 3 48272590 48350743 91 4 123834 1.1356 0.12807 0.871960726

TNFRSF12A ENSG00000006327 16 3058446 3082384 4 2 123834 1.135 0.12818 0.871960726

CDK17 ENSG00000059758 12 96662039 96804338 245 23 123834 1.1349 0.12821 0.871960726

TRIM65 ENSG00000141569 17 73866416 73903084 60 7 123834 1.1343 0.12833 0.871960726

COL15A1 ENSG00000204291 9 101695461 101843069 174 20 123834 1.1343 0.12834 0.871960726
SEC22C  ENSG00000093183 3 42579461 42652572 140 12 123834 1.1341 0.12837 0.871960726

CYP4B1  ENSG00000142973 1 47213510 47295085 107 14 123834 1.134 0.12839 0.871960726

HELQ ENSG00000163312 4 84318496 84387009 67 7 123834 1.1338 0.12844 0.871960726

REM1 ENSG00000088320 20 30053096 30082708 28 6 123834 1.1338 0.12844 0.871960726

FSCN1 ENSG00000075618 7 5622439 5656286 63 16 123834 1.1336 0.12848 0.871960726

SERPINA3 ENSG00000196136 14 95068714 95100392 39 9 123834 1.1333 0.12855 0.871960726

COL28A1 ENSG00000215018 7 7385834 7585484 433 18 123834 1.133 0.1286 0.871960726

AC092850.1 ENSG00000267819 12 131770067 131792763 7 2 123834 1.133 0.12861 0.871960726
KRTAP25-1 ENSG00000232263 21 31651463 31671832 63 11 123834 1.1325 0.12872 0.871960726

ATP2A2 ENSG00000174437 12 110708561 110798898 63 9 123834 1.1322 0.12878 0.871960726
HPD ENSG00000158104 12 122267433 122311502 45 8 123834 1.1322 0.12878 0.871960726
HOXC6 ENSG00000197757 12 54374408 54434607 26 7 123834 1.1318 0.12885 0.871960726

ABCB9 ENSG00000150967 12 1233954098 123476196 38 7 123834 1.1318 0.12885 0.871960726
ZNF461  ENSG00000197808 19 37118094 37167755 87 9 123834 1.1318 0.12885 0.871960726

PPP4C ENSG00000149923 16 30077299 30106698 14 2 123834 1.1318 0.12886 0.871960726

MROH9 ENSG00000117501 1 170894612 171043906 287 14 123834 1.1314 0.12893 0.871960726
TRIM24 ENSG00000122779 7 138135079 138284738 127 12 123834 1.1314 0.12895 0.871960726
SCMH1 ENSG00000010803 1 41482872 41717826 490 19 123834 1.1311 0.12901 0.872016495

PDZK1 ENSG00000174827 1 145716918 145774074 2 1 123834 1.1309 0.12905 0.872016495
ZSCAN25 ENSG00000197037 7 99204569 99240030 28 4 123834 1.1304 0.12916 0.872195272

ZNF28 ENSG00000198538 19 53290662 53370853 132 21 123834 1.13 0.12924 0.872195272

TBC1D32 ENSG00000146350 6 121390640 121665891 966 20 123834 1.1299 0.12926 0.872195272
ANAPC7 ENSG00000196510 12 110800705 110851535 80 7 123834 1.1299 0.12926 0.872195272
PLACS ENSG00000145287 4 84001201 84068228 28 6 123834 1.1289 0.12948 0.873329606

RNF133 ENSG00000188050 7 122327766 122349210 36 6 123834 1.1287 0.12952 0.873329606
ABCAl ENSG00000165029 9 107533283 107700518 330 52 123834 1.1274 0.12978 0.873462857
PHC1 ENSG00000111752 12 9056492 9104063 65 9 123834 1.1271 0.12985 0.873462857

DNAJC14 ENSG00000135392 12 56204744 56234608 15 4 123834 1.1265 0.12998 0.873462857

TMCO5A  ENSG00000166069 15 38204140 38269925 70 8 123834 1.1261 0.13006 0.873462857

BPIFB2 ENSG00000078898 20 31585406 31621515 39 11 123834 1.126 0.13009 0.873462857

SPATS2 ENSG00000123352 12 49750367 49931205 285 12 123834 1.1256 0.13016 0.873462857

FISl ENSG00000214253 7 100872739 100905597 75 4 123834 1.1254 0.13021 0.873462857
AC012485.1 ENSG00000268396 2 239182329 239202498 31 5 123834 1.1251 0.13027 0.873462857
RECQL4 ENSG00000160957 8 145726667 145753229 11 3 123834 1.1247 0.13035 0.873462857
MCM6 ENSG00000076003 2 136587196 136643996 87 7 123834 1.1247 0.13037 0.873462857
OR7D4 ENSG00000174667 19 9314526 9335542 31 6 123834 1.1245 0.13041 0.873462857

AL353354.1 ENSG00000215902 1 28517013 28537152 35 5 123834 1.1243 0.13044 0.873462857

CEACAM4 ENSG00000105352 19 42115344 42143442 65 12 123834 1.1241 0.13048 0.873462857

UBR4 ENSG00000127481 1 19391000 19546770 215 17 123834 1.1238 0.13054 0.873462857

TRAPPC6A ENSG00000007255 19 45656186 45691495 34 4 123834 1.1238 0.13055 0.873462857

AC110771.1 ENSG00000269302 4 187101913 187122626 72 6 123834 1.1237 0.13056 0.873462857
TMPRSS12 ENSG00000186452 12 51226703 51291667 141 8 123834 1.1237 0.13057 0.873462857

KLHDC8B ENSG00000185909 3 49199044 49223917 25 4 123834 1.1235 0.1306 0.873462857

PPP1R16A ENSG00000160972 8 145693352 145737504 18 3 123834 1.1234 0.13063 0.873462857
EIF5A ENSG00000132507 17 7200318 7225774 35 6 123834 1.1232 0.13069 0.873462857

NMB ENSG00000197696 15 85188360 85211794 36 7 123834 1.1231 0.1307 0.873462857

CsppP1 ENSG00000104218 8 67964661 68118498 123 7 123834 1.123 0.13071 0.873462857

RPS6KAl ENSG00000117676 1 26846252 26911521 78 9 123834 1.1229 0.13075 0.873462857

MKL2 ENSG00000186260 16 14155178 14370630 402 9 123834 1.1228 0.13076 0.873462857

KDM4D ENSG00000186280 11 94696845 94742682 78 11 123834 1.1227 0.13078 0.873462857

FLAD1 ENSG00000160688 1 154945814 154975587 21 2 123834 1.1225 0.13083 0.873462857
TNNC1 ENSG00000114854 3 52475118 52498086 28 4 123834 1.1223 0.13088 0.873462857

AL354898.1 ENSG00000215428 9 133264029 133292639 36 12 123834 1.1221 0.13091 0.873462857
OR10D3  ENSG00000197309 11 124045923 124066952 61 7 123834 1.1216 0.13103 0.873462857
OR1F1 ENSG00000168124 16 3244247 3265188 33 4 123834 1.1214 0.13107 0.873462857

PSMB6 ENSG00000142507 17 4689439 4711790 12 4 123834 1.1211 0.13112 0.873462857

FAM26F  ENSG00000188820 6 116772533 116794934 52 9 123834 1.1209 0.13116 0.873462857
DLGAP4 ENSG00000080845 20 34884258 35167040 100 14 123834 1.1209 0.13116 0.873462857

RP11-286N22.8 ENSG00000256591 11 61186692 61263294 75 6 123834 1.1207 0.13121 0.873462857

TAS2R1  ENSG00000169777 5 9619109 9722490 117 16 123834 1.1206 0.13122 0.873462857

ITCH ENSG00000078747 20 32941041 33109198 150 4 123834 1.1206 0.13123 0.873462857

DOCK9 ENSG00000088387 13 99435741 99748879 742 29 123834 1.1205 0.13124 0.873462857

ISCAl ENSG00000135070 9 88869461 88907676 60 5 123834 1.1201 0.13134 0.873583205

LRRC14 ENSG00000160959 8 145733376 145760557 9 3 123834 1.1201 0.13135 0.873583205
TNK1 ENSG00000174292 17 7273853 7303093 39 7 123834 1.1192 0.13153 0.873663275

SERPINI1 ENSG00000163536 3 167443031 167553356 192 14 123834 1.119 0.13158 0.873663275
DNAJC5B ENSG00000147570 8 66923795 67022751 207 22 123834 1.119 0.13158 0.873663275

ZNF775 ENSG00000196456 7 150055879 150119558 73 9 123834 1.1188 0.13162 0.873663275
MCHR1 ENSG00000128285 22 41064754 41088818 25 5 123834 1.1184 0.13171 0.873663275

HIC1 ENSG00000177374 17 1947448 1972981 31 8 123834 1.1178 0.13184 0.873663275

DLL1 ENSG00000198719 6 170581294 170609561 26 8 123834 1.1175 0.13189 0.873663275

29



RBM12B-AS1 ENSG00000212998 8 94742349 94763001 31 2 123834 1.1175 0.13189 0.873663275
AC073342.1 ENSG00000268170 7 142909163 142929360 12 3 123834 1.1174 0.1319 0.873663275
SPOP ENSG00000121067 17 47666246 47765596 63 14 123834 1.1168 0.13203 0.873663275

ZNF649  ENSG00000198093 19 52382477 52418293 105 6 123834 1.1162 0.13218 0.873663275

QTRT1 ENSG00000213339 19 10802106 10834113 49 6 123834 1.1159 0.13223 0.873663275

RNF217 ENSG00000146373 6 125273691 125423779 128 23 123834 1.1159 0.13224 0.873663275
FUK ENSG00000157353 16 70478324 70524177 16 6 123834 1.1159 0.13224 0.873663275

SLC23A2 ENSG00000089057 20 4823002 5000939 187 31 123834 1.1155 0.13231 0.873663275

SLCO9A1  ENSG00000090020 1 27415306 27503472 62 3 123834 1.1153 0.13235 0.873663275

CERS6 ENSG00000172292 2 169302372 169641644 486 51 123834 1.115 0.13243 0.873663275
DYNC1I2 ENSG00000077380 2 172533919 172614930 134 14 123834 1.1149 0.13244 0.873663275
CEACAM7 ENSG00000007306 19 42167235 42220895 121 12 123834 1.1149 0.13245 0.873663275

GSK3A ENSG00000105723 19 42724338 42756777 21 1 123834 1.1148 0.13247 0.873663275

RFPL4B  ENSG00000251258 6 112658532 112682498 26 5 123834 1.1147 0.13248 0.873663275
SH3GL1  ENSG00000141985 19 4350367 4410544 85 11 123834 1.1147 0.13249 0.873663275

LARS2 ENSG00000011376 3 45419998 45600913 211 15 123834 1.1146 0.13252 0.873663275

OSTM1 ENSG00000081087 6 108352613 108497058 223 20 123834 1.1145 0.13253 0.873663275
TTYH2 ENSG00000141540 17 72199653 72268155 94 11 123834 1.1144 0.13255 0.873663275

CABP1 ENSG00000157782 12 121068355 121115127 73 13 123834 1.114 0.13264 0.873663275
ZFP62 ENSG00000196670 5 180264611 180298286 64 6 123834 1.1139 0.13267 0.873663275
RIN2 ENSG00000132669 20 19857165 19993101 215 34 123834 1.1138 0.13268 0.873663275

RBAK-RBAKDN ENSG00000272968 7 5013349 5122852 279 15 123834 1.1136 0.13272 0.873663275

RNF148 ENSG00000235631 7 122331718 122353021 34 6 123834 1.1133 0.13279 0.873663275
NNMT ENSG00000166741 11 114118509 114194007 67 14 123834 1.1125 0.13296 0.873663275
RIMS4 ENSG00000101098 20 43370449 43448979 69 11 123834 1.1122 0.13302 0.873663275

SERPINF2 ENSG00000167711 17 1636130 1668562 69 8 123834 1.1121 0.13304 0.873663275

MALL ENSG00000144063 2 110831447 110884143 25 5 123834 1.112 0.13308 0.873663275
UNC5B ENSG00000107731 10 72962327 73072621 149 25 123834 1.1116 0.13316 0.873663275

AP002884.3 ENSG00000272790 11 112031253 112081394 98 11 123834 1.1116 0.13316 0.873663275
NOL9 ENSG00000162408 1 6571407 6624595 122 2 123834 1.1112 0.13325 0.873663275

TMCO3 ENSG00000150403 13 114135310 114214542 376 11 123834 1.111 0.13329 0.873663275
ZFC3H1  ENSG00000133858 12 71993252 72071505 93 7 123834 1.1109 0.13331 0.873663275

PDLIM7 ENSG00000196923 5 176900395 176934607 5 2 123834 1.1106 0.13337 0.873663275
OPRD1 ENSG00000116329 1 29128654 29200208 109 15 123834 1.1105 0.13339 0.873663275

CBWD2 ENSG00000136682 2 114185268 114263766 8 1 123834 1.1102 0.13345 0.873663275
TAS2R40 ENSG00000221937 7 142909130 142930162 13 2 123834 1.1102 0.13346 0.873663275
KLHDC7A ENSG00000179023 1 18797424 18822478 68 9 123834 1.1101 0.13347 0.873663275

BICD2 ENSG00000185963 9 95463645 95537094 154 10 123834 1.11 0.13349 0.873663275

ERRFI1  ENSG00000116285 1 8054464 8096368 42 4 123834 1.1099 0.13352 0.873663275

MUC13 ENSG00000173702 3 124614289 124682663 120 19 123834 1.1098 0.13354 0.873663275
COIL ENSG00000121058 17 55005548 55048415 46 8 123834 1.1097 0.13357 0.873663275

RBM33 ENSG00000184863 7 155427145 155584179 333 9 123834 1.1094 0.13362 0.873663275
UGGT1 ENSG00000136731 2 128838774 128963251 274 12 123834 1.1092 0.13368 0.873663275
FBXL2 ENSG00000153558 3 33308517 33455154 209 14 123834 1.1089 0.13374 0.873663275

DPYSL3  ENSG00000113657 5 146760374 146899619 76 13 123834 1.1086 0.1338 0.873663275
CAPNS2 ENSG00000256812 16 55590584 55611599 16 2 123834 1.1084 0.13385 0.873663275

DCLK1 ENSG00000133083 13 36335478 36715443 729 71 123834 1.1082 0.13388 0.873663275

UNCX ENSG00000164853 7 1262543 1286954 23 5 123834 1.1082 0.13389 0.873663275

DIRC1 ENSG00000174325 2 189588882 189664831 198 11 123834 1.108 0.13394 0.873689609
RPS6KA4 ENSG00000162302 11 64116620 64149687 59 5 123834 1.1075 0.13405 0.873937778

CTC-479C5.12 ENSG00000261884 16 67953517 67979920 10 2 123834 1.1074 0.13407 0.873937778

CCL16 ENSG00000161573 17 34293529 34318532 64 10 123834 1.1068 0.13418 0.874136509

GRKS ENSG00000198873 10 120957101 121225131 453 43 123834 1.1067 0.13421 0.874136509
EPYC ENSG00000083782 12 91347456 91408803 190 10 123834 1.1065 0.13425 0.874136509

BGLAP ENSG00000242252 1 156201753 156223112 11 3 123834 1.1062 0.13432 0.874136509
NSMAF ENSG00000035681 8 59486063 59582403 119 12 123834 1.1057 0.13443 0.874136509

METRNL  ENSG00000176845 17 81027567 81062864 41 8 123834 1.1055 0.13448 0.874136509

BLNK ENSG00000095585 10 97941458 98041344 168 27 123834 1.1051 0.13455 0.874136509

ZNF625 ENSG00000257591 19 12241032 12277546 38 3 123834 1.1051 0.13455 0.874136509

SERGEF  ENSG00000129158 11 17799595 18044709 212 20 123834 1.1047 0.13465 0.874136509

GOLGA6L1 ENSG00000197414 15 22726246 22756002 9 2 123834 1.1044 0.1347 0.874136509

FAM122A ENSG00000187866 9 71384964 71408609 2 1 123834 1.1039 0.13483 0.874136509

CRYGS ENSG00000213139 3 186246230 186274491 25 6 123834 1.1035 0.13491 0.874136509
GOLGA1l  ENSG00000136935 9 127630646 127720771 82 6 123834 1.1034 0.13492 0.874136509
TCF24 ENSG00000261787 8 67848736 67884825 26 4 123834 1.1027 0.13508 0.874136509

AC114494.1 ENSG00000268950 1 31892192 31912614 58 8 123834 1.1024 0.13515 0.874136509

SLAMF1  ENSG00000117090 1 160567890 160627085 90 17 123834 1.1021 0.1352 0.874136509
Clorf85 ENSG00000198715 1 156249880 156275463 36 3 123834 1.1018 0.13527 0.874136509
SRP54 ENSG00000100883 14 35441163 35508773 241 16 123834 1.1018 0.13527 0.874136509

SHO1 ENSG00000144736 3 72788428 72921065 58 2 123834 1.1017 0.1353 0.874136509

FAM205A ENSG00000205108 9 34713052 34739464 41 7 123834 1.1017 0.1353 0.874136509

POLR2I  ENSG00000105258 19 36594612 36616248 31 6 123834 1.1016 0.13533 0.874136509

RP11-298I3.5 ENSG00000259132 14 23405479 23461467 41 5 123834 1.101 0.13545 0.874136509

THSD4 ENSG00000187720 15 71379291 72085722 941 96 123834 1.1007 0.13552 0.874136509

Cl90rf45 ENSG00000198723 19 7547862 7583336 49 9 123834 1.1005 0.13555 0.874136509

SOCs4 ENSG00000180008 14 55483948 55526206 44 5 123834 1.1004 0.13557 0.874136509

PGK2 ENSG00000170950 6 49743366 49765053 47 8 123834 1.1004 0.13558 0.874136509

RP11-382J12.1 ENSG00000246366 8 71510812 71585514 186 14 123834 1.1004 0.13558 0.874136509

GPS2 ENSG00000132522 17 7204643 7228883 29 6 123834 1.1002 0.13562 0.874136509

TMED3 ENSG00000166557 15 79593404 79714334 210 15 123834 1.1001 0.13564 0.874136509

IDNK ENSG00000148057 9 86227964 86269045 85 10 123834 1.0998 0.1357 0.874136509

ADAMTS16 ENSG00000145536 5 5130443 5330417 342 50 123834 1.0997 0.13574 0.874136509

CAPZA2 ENSG00000198898 7 116441124 116572103 147 15 123834 1.0996 0.13574 0.874136509
ELF2 ENSG00000109381 4 139939266 140108372 193 16 123834 1.0995 0.13578 0.874136509
THBS2 ENSG00000186340 6 169605875 169664139 142 26 123834 1.0992 0.13585 0.874136509
TRIP13  ENSG0O0000071539 5 882758 929472 87 2 123834 1.099 0.13589 0.874136509

WDR38 ENSG00000136918 9 127605755 127630160 29 3 123834 1.099 0.13589 0.874136509
CDH6 ENSG00000113361 5 31183857 31339253 122 21 123834 1.0989 0.13591 0.874136509

STMN4 ENSG00000015592 8 27082840 27125937 80 9 123834 1.0989 0.13591 0.874136509

UBL3 ENSG00000122042 13 30328508 30434821 193 11 123834 1.0989 0.13591 0.874136509

SLC17A9 ENSG00000101194 20 61574052 61609949 59 15 123834 1.0987 0.13594 0.874136509

DCLK3 ENSG00000163673 3 36743913 36791352 43 10 123834 1.098 0.13609 0.874457872

TPGS1 ENSG00000141933 19 497299 529654 14 7 123834 1.0976 0.13618 0.874457872

PON2 ENSG00000105854 7 95024175 95074510 105 10 123834 1.0976 0.13619 0.874457872

TNR ENSG00000116147 1 175274330 175722906 699 76 123834 1.0975 0.13622 0.874457872
SSH3 ENSG00000172830 11 67060919 67090078 30 4 123834 1.0975 0.13622 0.874457872

L3MBTL1 ENSG00000185513 20 42126320 42189590 77 11 123834 1.0967 0.13639 0.875150645

CASC5 ENSG00000137812 15 40876218 40966540 148 9 123834 1.0966 0.13642 0.875150645

SNX6 ENSG00000129515 14 35020300 35109389 158 12 123834 1.096 0.13655 0.875417247
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RPEL1 ENSG00000235376 10
GTF2A1 ENSG00000165417 14
BBX ENSG00000114439 3
INPP5B  ENSG00000204084 1
PAIP2B  ENSG00000124374 2
SCN1B ENSG00000105711 19
SH2D6 ENSG00000152292 2
IL6ST ENSG00000134352 5
PGM2 ENSG00000169299 4
Clorf68 ENSG00000198854 1
Cl90rf40 ENSG00000131944 19
COLSA1 ENSG00000112280 6
FBX022 ENSG00000167196 15
NDUFS4 ENSG00000164258 5
RPL5 ENSG00000122406 1
CSNK1E ENSG00000213923 22
WIBG ENSG00000170473 12
KIAA1586 ENSG00000168116 6
NUP93 ENSG00000102900 16
PDYN ENSG00000101327 20
ARPC5L  ENSG00000136950 9
CNEN ENSG00000105427 19
RRP8 ENSG00000132275 11
ZNF768 ENSG00000169957 16
TULP3 ENSG00000078246 12
RGPD4 ENSG00000196862 2
ENPP4 ENSG00000001561 6
SNX29 ENSG00000048471 16
NUDT1 ENSG00000106268 7
CTsC ENSG00000109861 11
OR5B2 ENSG00000172365 11
XXbac-BPG181M17.5ENSG00000248993
DOPEY2 ENSG00000142197 21
C3orf84 ENSG00000236980 3
HTR4 ENSG00000164270 5
PKN2 ENSG00000065243 1
RP4-583P15.15 ENSG00000273154
WRB ENSG00000182093 21
STT3B ENSG00000163527 3
FKSG48 ENSG00000267885 1
RPL17 ENSG00000265681 18
HPGD ENSG00000164120 4
WNK4 ENSG00000126562 17
RAB34 ENSG00000109113 17
MEGF8 ENSG00000105429 19
UFSP2 ENSG00000109775 4
CTD-2228K2.5 ENSG00000188242
MGAT5B  ENSG0000016788S9 17
FBF1 ENSG00000188878 17
GLIPR2 ENSG00000122694 9
BLOC1S3 ENSG00000189114 19
SNAP25 ENSG00000132639 20
RPS9 ENSG00000170889 19
HLA-DMA ENSG00000204257 6
ZNF213 ENSG00000085644 16
CBY3 ENSG00000204659 5
JPH2 ENSG00000149596 20
CARD14 ENSG00000141527 17
NAPG ENSG00000134265 18
NAT14 ENSG00000090971 19
ASXL1 ENSG00000171456 20
TPCN1 ENSG00000186815 12
AL391152.1 ENSG00000212928
MC4R ENSG00000166603 18
DNM1 ENSG00000106976 9
TUBG2 ENSG00000037042 17
HLA-DMB ENSG00000242574 6
RAB30 ENSG00000137502 11
ZXDC ENSG00000070476 3
SLC52A3 ENSG00000101276 20
KDSR ENSG00000119537 18
TMEM106B ENSG00000106460 7
SPAGY9 ENSG00000008294 17
UBE2W ENSG00000104343 8
SLC6A20 ENSG00000163817 3
PANX3 ENSG00000154143 11
INCAl ENSG00000196388 17
ZYG11B  ENSG00000162378 1
TIGD4 ENSG00000169989 4
TSTD1 ENSG00000215845 1
FAM92A1 ENSG00000188343 8
PDCD5 ENSG00000105185 19
Céorf57 ENSG00000154079 6
MYLK4 ENSG00000145949 6
SRC ENSG00000197122 20
IGF2BP2 ENSG00000073792 3
SMOX ENSG00000088826 20
NCOR2 ENSG00000196498 12
AHI1 ENSG00000135541 6
MLN ENSG00000096395 6
CLASP2 ENSG00000163539 3
PACSIN3 ENSG00000165912 11
SCGB1D2 ENSG00000124935 11
FCGR1B  ENSG00000198019 1
GNAL ENSG00000141404 18
TFAP2C  ENSG00000087510 20
SCGB1C1 ENSG00000188076 11
TXNIP ENSG00000117289 1
RNF38 ENSG00000137075 9

104995644
81631796 81697721
107231783
38316369 38422729
71399869 71464213
35511588 35541352
85635844 85674152
55220923 55300821
37818255 37874558
152681998
33453115 33479128
70914764 71022786
76186200 76237609
52846463 52989168
93287582 93317481
38676697 38804527
56285197 56336402
56901347 56930023
56754017 56888797
1949403 1984732
127614409
42881171 42904439
6606305 6634850
30525325 30548142
2976389 3060306
108433388
46087730 46124436
12060594 12678146
2271857 2300781
88016760 88080955
58179738 58200786
6 32895141
37519080 37676572
49205065 49239291
147820595
89139905 89311938
20 62330216
40742170 40810454
31564130 31689112
33429268 33449642
47004851 47028906
175401328
40922696 40958954
27031299 27055447
42819761 42892921
186310694

5 456239
74854538 74956475
73895655 73947221
36126732 36173910
45672003 45695059
10189478 10298066
54694610 54762862
32906390 32946871
3169778 3202806
179095584
42730335 42826218
78133791 78193130
10515902 10562758
55986371 56008935
30936155 31037122
113648855

14 57661888
58028564 58050001
130955658
40801323 40829024
32892406 32918847
82674175 82792965
126146444

730724 759131
60984959 61044743
12240867 12292993
49029535 49208226
74682332 74801145
45786942 45848027
124471386
4881425 4910905
53182126 53303014
153680506
160997421
94700789 94753755
33061974 33088358
71266620 71309272
2653863 2761200
35963088 36044453
185351527
4091627 4178394
124798961
135594670
33752450 33781788
33527737 33769848
47189076 47217994
61999682 62022280
120916979
11678955 11895684
55194358 55224339
183080 204573
145428469
36326393 36497545

105017773
83 10
107540171
149 12
222 22
22 3
55 9
89 8
137 12
152702905
59 12
279 25
63 4
354 17
30 3
110 13
28 2
26 3
242 25
21 4
127650003
28 1
38 6
3 2
189 6
108517297
99 7
1443 100
47 9
140 18
86 4
32930899 101
361 37
37 4
148066798
327 7
62380456 85
79 5
176 14
21 3
75 9
175454305
2 1
16 2
66 2
186357139
483213 94
281 33
63 8
71 11
22 3
105 17
84 8
145 16
34 2
179117975
127 30
78 15
88 6
19 6
95 5
113746390
57683291 39
41 9
131027527
32 3
81 10
162 20
126204762
56 14
47 8
223 11
136 9
91 7
36 11
124500252
61 9
228 15
153710916
161018780
47 6
32 6
105 4
259 19
105 18
185552844
149 33
125062135
135828914
77 10
265 16
32 6
29 5
120945937
418 25
22 3
8 2
145452635
158 16

26
123834
301
123834
123834
123834
123834
123834
123834
58
123834
123834
123834
123834
123834
123834
123834
123834
123834
123834
36
123834
123834
123834
123834
35
123834
123834
123834
123834
123834
13
123834
123834
369
123834
5
123834
123834
123834
123834
100
123834
123834
123834

123834
123834
123834
123834
1
123834
123834
123834
13
123834
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1
0
1
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1

0

23834

.13669
23834

13673
.1368

.13681
.13683
.13701
.13708
23834

.13711
.13721
.13732
.13736
.13737
.13739
.13741
.13752
.13756
.13758
23834

.14192
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.0956
.875417247
.0952
.875417247
.875417247
.875417247
.875417247
.87589978
.87589978

.0935 0.1371
.87589978
.87589978
.87589978
.87589978
.87589978
.87589978
.87589978
.87589978
.87589978
.87589978

.0911 0.13761
.87589978
.87589978
.87589978
.87589978

.0899 0.13789
.87589978
.87589978
.87589978
.87589978
.87589978
.13819 0.87589978
.87589978
.87589978

.088 0.1383
.87589978
.13833 0.87589978
.87589978
.87589978
.875924581
.876265637
.0866
.876820645
.876908298
.876995892
.0853

0.14026

0.14052

0.14059
0.14068

0.14097

0.141
0.14101

0.14146

0.14184

0

0

0

0

0

0

0.13663 0.875417247

0.13672 0.875417247

.87589978

.87589978

.87589978

.87589978

0.13861 0.87648

0.13889 0.877083429
.13896 0.877234035
.87726806
.87726806
.87726806
.87726806
.877292308
.877379543
.877529702
.877727905
.0826
.877727905
.877814851
.87790174
.8779108
.8779108
.0814

0.13948 0.877727905

0.13976 0.8779108
.13985 0.877929276

.877929276
.0804
.877929276
.877929276
.877929276
.0791
.877929276
.877929276
.877929276
.877929276
.877929276
.877929276
.078
.877929276
.877929276
L0777
.0773
.877929276
.877929276
.877929276
.877929276
.877929276
.076
.877929276
.0758
.0758
.878373613
.878373613
.878373613
.878770245
.0738
.878835403
.878835403
.878835403
L0721
.878835403

0.13999 0.877929276

.877929276

.877929276

.877929276
.877929276

.877929276

.877929276
.877929276

.878835403

.878835403



CYP4V2 ENSG00000145476 4
GBP3 ENSG00000117226 1
ZDHHC3 ENSG00000163812 3
IGF1 ENSG00000017427 12
PAM ENSG00000145730 5
PHOSPHO2 ENSG00000144362 2
DMRTA2 ENSG00000142700 1
DCD ENSG00000161634 12
GPN3 ENSG00000111231 12
EXOC8 ENSG00000116903 1
OSTN ENSG00000188729 3
DDIT4L  ENSG00000145358 4
CTD-3148110.9 ENSG00000269469
MYO3B ENSG00000071909 2
FAM151A ENSG00000162391 1
LGALS3 ENSG00000131981 14
ACAP3 ENSG00000131584 1
HAUS4 ENSG00000092036 14
PDE1OA  ENSG00000112541 6
SRRM1 ENSG00000133226 1
WDRO91 ENSG00000105875 7
RPS6KB1 ENSG00000108443 17
METTL21C ENSG00000139780 13
TRPC7 ENSG00000069018 5
MRPL2 ENSG00000112651 6
NFKBIA ENSG00000100%06 14
TMEM256 ENSG00000205544 17
CEND1 ENSG00000184524 11
EIF3K ENSG00000178982 19
RWDD1 ENSG00000111832 6
CEACAM5 ENSG00000105388 19
MXRAS8 ENSG00000162576 1
ZGPAT ENSG00000197114 20
GBP4 ENSG00000162654 1
SGSH ENSG00000181523 17
ZNF865 ENSG00000261221 19
RNF145 ENSG00000145860 5
CHST13 ENSG00000180767 3
TYRO3 ENSG00000092445 15
CHST®6 ENSG00000183196 16
CDKN2AIP ENSG00000168564 4
RABL11FIP3 ENSG00000090565
MFSD4 ENSG00000174514 1
CD8B ENSG00000172116 2
PCP2 ENSG00000174788 19
ZNF777 ENSG00000196453 7
OR10V1 ENSG00000172289 11
SOAT1 ENSG00000057252 1
LY6G6D  ENSG00000244355 6
SPATCI1L ENSG00000160284 21
FAM216A ENSG00000204856 12
TMEFF2 ENSG00000144339 2
AMT ENSG00000145020 3
LPCAT3 ENSG00000111684 12
CCDC178 ENSG00000166960 18
IVL ENSG00000163207 1
ZBTB47 ENSG00000114853 3
CLRN2 ENSG00000249581 4
EDARADD ENSG00000186197 1
CRISP1 ENSG00000124812 6
ZNF507 ENSG00000168813 19
IGLLS ENSG00000254709 22
PRDM4 ENSG00000110851 12
AGAP1 ENSG00000157985 2
HNRNPC  ENSG00000092199 14
WDR19 ENSG00000157796 4
OR5B12 ENSG00000172362 11
IFFO2 ENSG00000169991 1
RP11-664I21.6 ENSG00000254943
C2CD4B  ENSG00000205502 15
SLC35G1 ENSG00000176273 10
ANKRD36 ENSG00000135976 2
RORL ENSG00000185483 1
TNIP2 ENSG00000168884 4
CYP39A1 ENSG00000146233 6
WDR73 ENSG00000177082 15
AAMDC ENSG00000087884 11
NCAPD3 ENSG00000151503 11
CIC ENSG00000079432 19
IFNAL ENSG00000197919 9
Cllorf71 ENSG00000180425 11
CCRN4L  ENSG00000151014 4
GSE1 ENSG00000131149 16
EYA2 ENSG00000064655 20
ACVR1 ENSG00000115170 2
ABCAG6 ENSG00000154262 17
TMEM241 ENSG00000134490 18
KLHL21 ENSG00000162413 1
TTL ENSG00000114999 2
SLCT7A6 ENSG00000103064 16
GPER1 ENSG00000164850 7
PACS1 ENSG00000175115 11
ACTN1 ENSG00000072110 14
TMEM18 ENSG00000151353 2
ELP4 ENSG00000109911 11
GDNF ENSG00000168621 5
NUDT5 ENSG00000165609 10
XAB2 ENSG00000076924 19
HRCT1 ENSG00000196196 9

187102674 187144610 122
89462349 89498577 40 5 123834
44946749 45027677 78 5 123834
102779645 102884423 117
102079685 102376809 447
170540975 170568218 69
50873222 50899172 24 5 123834
55028375 55052277 24 6 123834
110880289 110917073 47
231458480 231483598 19
190907030 190993404 114
101097027 101121939 80

19 49956009 49999488 63 7
171024655 171521681 824
55064855 55099229 72 11 123834
55580828 55622126 59 5 123834
1217756 1254989 49 8 123834
23405437 23436370 36 4 123834
165730776 166410091 1422
24948207 25009758 28 2 123834
134858590 134906316 109
57960447 58037925 77 7 123834
103328094 103356854 71
135538999 135742730 365
43011767 43037544 44 5 123834
35860717 35883955 29 4 123834
7296294 7317456 15 5 123834
777104 800123 23 5 123834
39099735 39137595 35 6 123834
116882530 116928838 96
42202504 42243718 65 6 123834
1278069 1307157 91 8 123834
62328817 62377494 86 5 123834
89636831 89674615 52 6 123834
78170515 78204722 56 9 123834
56106771 56138635 19 7 123834
158574417 158647061 98
126233126 126272134 91
41839873 41881536 35 7 123834
75500949 75539282 43 11 123834
184355744 184379351 78

16 465619 583011 157 15
205528013 205582046 87
87032462 87099047 61 6 123834
7686497 7708634 43 3 123834
149118454 149168214 24
59470296 59491337 50 5 123834
179252925 179337815 285
31673133 31695581 18 9 123834
47571062 47614390 178 14 123834
110896169 110938190 52
192803769 193070435 172
49444211 49470186 30 4 123834
7075348 7135814 60 4 123834
30507366 31031065 798 18 123834
152871021 152894362 23
42685176 42719072 31 8 123834
17506788 17538727 63 10 123834
236501562 236658214 355
49791970 49854809 82 4 123834
32826500 32888573 115 13 123834
23219960 23248287 6 1 123834
108116643 108165049 97
236392733 237050444 635
21667295 21747653 88 7 123834
39174024 39297430 116 6 123834
58196593 58217646 52 4 123834
19220775 19293180 113 14 123834
11 124751200 124772022
62445734 62467482 31 7 123834
95643730 95725819 54 3 123834
97769233 97940258 111 4 123834
64229693 64657181 436 32 123834
2733375 2768103 75 12 123834
46507541 46630523 240 20 123834
85175999 85207574 48 7 123834
77522155 77639478 185 12 123834
134010014 134105348 100
42762689 42809949 34 2 123834
21430440 21451315 38 10 123834
114252165 114281139 25
139926943 139976906 40
85635015 85719810 20 6 123834
45513263 45827492 396 55 123834
158582958 158742374 107
67064843 67148029 95 7 123834
20767108 21027925 220 28 123834
6640784 6684667 48 7 123834
113229731 113309316 130
68288433 68345722 57 8 123834
1111844 1143451 94 14 123834
65827834 66022218 233 13 123834
69330860 69456157 260 31 123834
657335 687439 32 6 123834
31521297 31815546 260 6 123834
37802779 37849788 104 17 123834
12197324 12248143 61 7 123834
7674411 7704451 51 4 123834
35896189 35917138 18 5 123834
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0
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0
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0
0
0
1
0
0
1
0
0
0
1
1
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0
1
0
0
1
1
0
0
1
0
0
0
1

0.

0
0
0
8
0
0.
0
0
0
0
0

0
0
0
0
0.
0
0
0
0

23834
.142
.14206
23834
23834
23834
.14218
.14224
23834
23834
23834
23834
.0697
23834
.14245
.14255
.14259
.14264
23834
.14273
23834
.14275
23834
23834
14281
.14282
.14294
.14305
.14306
23834
.14313
.14319
.14332
.1435
.14351
.14359
23834
23834
.14366
.14368
23834
L0627
23834
.14399
.14411
23834
.14425
23834
.14429
.14431
23834
23834
.14438
.14444
.14455
23834
.14462
.14462
23834
.14487
.14491
.14493
23834
23834
14499
.14503
.14506
.14519

.14524
14539
.14542
.14544
.14549
.14556
.14558
.14561
23834

.14562
.14563
23834

23834

.14574
.1458

23834

.14605
.14605
.14612
23834

14629
.14631
.1464

.14642
.1465

14651
.14656
.14666
.14666
.14669

L0717
.878835403
.878835403
L0711
.0709
.0706
.878835403
.878835403
.0701

0
0
.0698 0.
0
0
0

.0696 .
.878835403
.878835403
.878835403
.878835403
.0684
.878835403
.0681
.878835403
.0679
.0678
.878835403
.878835403
.879289165
.879319664
.879319664
.0665
.879319664
.879404045
.87991814

.880138395
.880138395
.880138395
.0643
.0641
.880138395
.880138395
.0628
.14395 0.880554965
.0626
.880554965
.880554965
.0615
.880554965
.0614
.880554965
.880554965
.061

.0609
.880554965
.880554965
.880554965
.0599
.880554965
.880554965
.0592
.880554965
.880554965
.880554965
.0584
.0583
.880554965
.880554965
.880554965
.880554965
23834
.880554965
.880554965
.880554965
.880554965
.880554965
.880554965
.880554965
.880554965
.0555
.880554965
.880554965
.0552
.055

.880554965
.88063756

.0538
.880676071
.880676071
.880676071
.0532
.880676071
.880676071
.880676071
.880676071
.880676071
.880676071
.880676071
.880676071
.880676071
.880676071
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0.14193

0.14207
0.14211
0.14217

.14229
.14232
14235
.14237

1424

0.14266

0.14273

0.14278
0.1428

0.1431

0.1436
0.14365

0.14393

0.14399

0.14423

0.14426

0.14435
0.14438

0.14459

0.14476

0.14494
0.14497

1.0571

0.14561

0.14567
0.14571

0.14598

0.14613

0.878835403

0.878835403
0.878835403
0.878835403

0.878835403
0.878835403
0.878835403
0.878835403

.878835403

0.878835403

0.878835403

0.878835403

0.878835403
0.878835403

0.879319664

0.880138395
0.880138395

0.880554965

0.880554965

0.880554965

0.880554965

0.880554965
0.880554965

0.880554965

0.880554965

0.880554965
0.880554965

0.14523 0.880554965

0.880554965

0.880554965
0.880554965

0.880676071

0.880676071



KIAA0100 ENSG00000007202 17
DMRT2 ENSG00000173253 9
PAPD7 ENSG00000112941 5
SLC41A2 ENSG00000136052 12
UBBP4 ENSG00000263563 17
GABRR1 ENSG00000146276 6
TPST2 ENSG00000128294 22
Cl8orf42 ENSG00000231824 18
ARL6IP5 ENSG00000144746 3
DPP10 ENSG00000175497 2
TAS1R1 ENSG00000173662 1
AGPS ENSG00000018510 2
OSR1 ENSG00000143867 2
TRNAU1AP ENSG00000180098 1
PLCXD3 ENSG00000182836 5
DNAJA2 ENSG00000069345 16
SUCLA2 ENSG00000136143 13
MLLT10 ENSG00000078403 10
ADCY7 ENSG00000121281 16
CLK2 ENSG00000176444 1
TTLL11 ENSG00000175764 9
WDFY1 ENSG00000085449 2
ORC4 ENSG00000115947 2
HS3ST4 ENSG00000182601 16
PIK3IP1 ENSG00000100100 22
PINX1 ENSG00000254093 8
AC104667.3 ENSG00000234949
ZBTB49 ENSG00000168826 4
GMNN ENSG00000112312 6
Cl20rf23 ENSG00000151135 12
TFCP2L1 ENSG00000115112 2
GNG4 ENSG00000168243 1
CEACAM18 ENSG00000213822 19
MYL4 ENSG00000198336 17
LCN15 ENSG00000177984 9
R3HCC1L ENSG00000166024 10
HOXB8 ENSG00000120068 17
APOBEC3D ENSG00000243811 22
ING5 ENSG00000168395 2
GLUD1 ENSG00000148672 10
NPM1 ENSG00000181163 5
NPIPB7 ENSG00000233232 16
CALM2 ENSG00000143933 2
ZIC2 ENSG00000043355 13
PRMT6 ENSG00000198890 1
SLC26A2 ENSG00000155850 5
PET100 ENSG00000229833 19
TIMELESS ENSG00000111602 12
KIAA1456 ENSG00000250305 8
ITGAM ENSG00000169896 16
KCNK4 ENSG00000182450 11
ZNF790 ENSG00000197863 19
DEFB127 ENSG00000088782 20
8-Sep ENSG00000164402 5
ZBTB7B  ENSG00000160685 1
TMSB10 ENSG00000034510 2
WDR43 ENSG00000163811 2
ROPN1B  ENSG00000114547 3
CLNS ENSG00000102805 13
PLXNAL ENSG00000114554 3
FUT10 ENSG00000172728 8
TSHR ENSG00000165409 14
ROBO4 ENSG00000154133 11
FAM13B  ENSG00000031003 5
TLCD1 ENSG00000160606 17
TAF3 ENSG00000165632 10
DUSP22 ENSG00000112679 6
CLDN1 ENSG00000163347 3
ZNF678 ENSG00000181450 1
TEX40 ENSG00000219435 11
LRP1B ENSG00000168702 2
LDB3 ENSG00000122367 10
RNF19A  ENSG00000034677 8
MMP2 ENSG00000087245 16
BTNL2 ENSG00000204290 6
JAZF1 ENSG00000153814 7
TRIMA49 ENSG00000168930 11
SUPT6H  ENSG00000109111 17
UQCRC2 ENSG00000140740 16
CACNB1 ENSG00000067191 17
Cl0orfl26 ENSG00000204365
TNFRSF10C ENSG00000173535
CMC2 ENSG00000103121 16
N4BP1 ENSG00000102921 16
CTDSP1 ENSG00000144579 2
INTS7 ENSG00000143493 1
PTPN18 ENSG00000072135 2
SLC5A10 ENSG00000154025 17
NISCH ENSG00000010322 3
S100A8 ENSG00000143546 1
CCER1 ENSG00000197651 12
CYP4A1ll ENSG00000187048 1
GLIS3 ENSG00000107249 9
POLR2E  ENSG00000099817 19
C50rf45 ENSG00000161010 5
PCDHB17 ENSG00000255622 5
FBXW11 ENSG00000072803 5
RPL23A  ENSG00000198242 17
OVOL3 ENSG00000105261 19

26931458 26982472 17 4 123834
1040354 1067552 17 6 123834
6704718 6767161 162 16 123834
105186331 105362522 280
21719601 21741762 24 2 123834
89877220 89950997 132 18 123834
26911458 27002681 201 27 123834
5135284 5207502 80 15 123834
69124095 69165217 30 4 123834
115189876 116613328 2283
6605241 6649817 58 3 123834
178247372 178418564 255
19541246 19568414 34 6 123834
28869597 28915051 33 6 123834
41297056 41520730 346 24 123834
46979299 47017699 7 4 123834
48500622 48622125 451 17 123834
21813094 22042559 96 11 123834
50270048 50362046 50 10 123834
155222659 155258282 38
124574207 124865885 612
224710433 224820104 160
148677968 148789147 135
25693347 26159009 750 92 123834
31667579 31698520 48 6 123834
10612473 10707394 338 17 123834
2 238489663 238514624
4281924 4333513 101 8 123834
24765159 24796327 48 11 123834
107339497 107382556 81
121964163 122052783 95
235700987 235824054 149
51969838 52004206 133 13 123834
45267812 45311045 50 11 123834
139644086 139670707 53
99884387 100014654 186 11
46678739 46702478 54 13 123834
39400368 39439281 30 4 123834
242631450 242678893 79
88800243 88864623 126 12 123834
170804120 170848141 97
28457693 28491868 6 1 123834
47377221 47413740 74 10 123834
100624026 100649018 8
107589267 107611916 2
149330300 149383018 49
7684623 7706842 44 3 123834
56800903 56853187 58 6 123834
12793151 12899012 394 27 123834
31261311 31354213 160 9 123834
64048774 64077503 13 4 123834
37298330 37351689 58 8 123834
128111 149804 67 5 123834
132076509 132152933 57
154965127 155000998 15
85122749 85143795 34 3 123834
29107509 29181088 201 11 123834
125677987 125712297 64
77554795 77586652 64 7 123834
126697437 126766235 156
33218342 33340940 231 16 123834
81411333 81622646 422 30 123834
124743587 124778396 56
137263649 137397650 212
27041366 27064953 13 2 123834
7850467 8068590 486 29 123834
281630 361355 9 4 123834
190013490 190050264 133
227741244 227875144 250
64057863 64082242 13 4 123834
140978992 142899270 5288
88418206 88505825 192 30 123834
101259288 101358446 139
55413612 55550603 385 30 123834
32351740 32384905 320 16 123834
27860192 28230362 482 55 123834
89520823 89551743 11 2 123834
26979109 27039697 32 5 123834
21953981 22004981 21 3 123834
37319709 37363956 31 7 123834
10 29125337 29180827 156 13

8 22931868 22984950 71 10
80999698 81063875 267 10 123834
48562637 48664059 143 4 123834
219252979 219280664 8
212103741 212218884 341
131103580 131142982 9
18843658 18935908 56 13 123834
52479134 52537087 68 3 123834
153352508 153373664 44
91289399 91358953 118 13 123834
47384849 47417156 61 5 123834
3814127 4358392 895 117 123834
1076594 1105598 46 14 123834
179251436 179299173 92
140525577 140548639 58
171278553 171443877 101
27036411 27061377 16 2 123834
36592104 36614613 33 7 123834
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SCP2 ENSG00000116171 1
CHGA ENSG00000100604 14
ZNF358 ENSG00000198816 19
RP11-894J14.5 ENSG00000272305
FOXB1 ENSG00000171956 15
CIRBP ENSG00000099622 19
BAIAP3 ENSG00000007516 16
LMNB1 ENSG00000113368 5
CCDC106 ENSG00000173581 19
SLC45A3 ENSG00000158715 1
DNPH1 ENSG00000112667 6
CYP2F1 ENSG00000197446 19
GRAP ENSG00000154016 17
APOBEC3F ENSG00000128394 22
NRG3 ENSG00000185737 10
NREP ENSG00000134986 5
NCR3LGl ENSG00000188211 11
PDZD9 ENSG00000155714 16
TACSTD2 ENSG00000184292 1
THRSP ENSG00000151365 11
HINT1 ENSG00000169567 5
ALG6 ENSG00000088035 1
N6AMT1 ENSG00000156239 21
PEALS ENSG00000162734 1
GCNT7 ENSG00000124091 20
LRRC45 ENSG00000169683 17
ZNF215 ENSG00000149054 11
MIDN ENSG00000167470 19
QOKI ENSG00000112531 6
MED4 ENSG00000136146 13
MAPKAPK3 ENSG00000114738 3
DAZL ENSG00000092345 3
SLC7A14 ENSG00000013293 3
PEX14 ENSG00000142655 1
RUNDC3A ENSG00000108309 17
YIPF7 ENSG00000177752 4
MEGT1 ENSG00000250641 6
CCDC173 ENSG00000154479 2
EDEM3 ENSG00000116406 1
DDX60 ENSG00000137628 4
ITGBS ENSG00000082781 3
ARFIPL ENSG00000164144 4
DCUN1D4 ENSG00000109184 4
KCNJ5 ENSG00000120457 11
HRH4 ENSG00000134489 18
TTC30A ENSG00000197557 2
DAAM2 ENSG00000146122 6
FAM209A ENSG00000124103 20
ARRDCS ENSG00000205784 19
FAMS8B  ENSG00000171262 15
CPT1C ENSG00000169169 19
RBPJL ENSG00000124232 20
NR1I3 ENSG00000143257 1
GATAS ENSG00000130700 20
FHLS ENSG00000112214 6
QARS ENSG00000172053 3
ELK3 ENSG00000111145 12
ELAC2 ENSG00000006744 17
PWP2 ENSG00000241945 21
PRRI11 ENSG00000068489 17
FRMPD1 ENSG00000070601 9
TMEM79 ENSG00000163472 1
NRG4 ENSG00000169752 15
HOXD1 ENSG00000128645 2
EPRS ENSG00000136628 1
NDRG4 ENSG00000103034 16
RP11-542C16.2 ENSG00000261915
EPHAS8 ENSG00000070886 1
ZC2HC1B ENSG00000118491 6
VAV2 ENSG00000160293 9
PNP ENSG00000198805 14
ZNF335 ENSG00000198026 20
RELL1 ENSG00000181826 4
CXCR5 ENSG00000160683 11
GLP2R ENSG00000065325 17
NCAPG ENSG00000109805 4
BCO2 ENSG00000197580 11
KLF4 ENSG00000136826 9
ANAPCS ENSG00000089053 12
PGM1 ENSG00000079739 1
AHCYL1 ENSG00000168710 1
KCNAL ENSG00000111262 12
KCNH8 ENSG00000183960 3
RP11-47122.4 ENSG00000258989
MLF2 ENSG00000089693 12
CHD3 ENSG00000170004 17
uQcc2 ENSG00000137288 6
GP6 ENSG00000088053 19
TMOSF4 ENSG00000101337 20
GDF'3 ENSG00000184344 12
DISP2 ENSG00000140323 15
SPRYD3 ENSG00000167778 12
ARSI ENSG00000183876 5
CDK18 ENSG00000117266 1
VNN3 ENSG00000093134 6
HEXB ENSG00000049860 5
RP11-444E17.6 ENSG00000272442
ZNF526 ENSG00000167625 19
GNPTG ENSG00000090581 16

53382901 53527375
93379425 93411638
7570178 7595912
3 52993135
60286421 60363929
1249384 1284879
1373602 1409439
126102315
56142428 56174527
205616979
43183367 43207222
41610337 41644271
18913986 18960950
39426609 39459915
83625070 84756935
110988318
17363273 17408888
21985186 22022433
59031099 59053166
77764907 77789397
130484720
63823261 63914233
30234513 30267693
160165127
55056548 55110981
79971178 79999027
6937635 7015863
1238552 1269142
163825032
48617459 48679267
50638951 50696720
16618299 16721813
170167372
10522345 10700815
42375781 42406039
44614086 44690573
31664681 31695695
170491935
184649365
169127444
124470795
153691089
52699166 52793003
128751251
22030593 22069921
178467720
39750142 39882648
55082243 55111198
4880449 4912879
38736328 38789911
50184155 50226988
43925491 43955803
161189456
61028553 61061026
97000424 97074512
49123365 49152553
96578160 96673613
12885708 12931504
45517171 45561063
57222860 57292066
37640997 37756901
156242726
76218310 76362136
177043307
220131943
58486750 58557532
17 7205980
22880057 22940087
144175573
136617016
20927113 20955253
44567292 44610833
37582422 37697998
118744475
9715523 9805419
17802525 17856485
112036190
110237133
121736048
64048947 64135916
110517308
5009071 5050527
19179946 19587138
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7832378 7858372
40640436 40673257
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133033926
73925848 74028472
6 44230931
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1391924 1423352
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DNAJA4 ENSG00000140403 15 78546428 78584538 56 10 123834 1.0081 0.1567 0.884387547

CNN3 ENSG00000117519 1 95352507 95402834 112 22 123834 1.0076 0.15683 0.884387547

NAMPT ENSG00000105835 7 105878731 105936772 90 10 123834 1.0074 0.15686 0.884387547
GPR114 ENSG00000159618 16 57566333 57635593 154 17 123834 1.0074 0.15686 0.884387547

DEPDC5 ENSG00000100150 22 32139944 32313012 304 15 123834 1.0075 0.15686 0.884387547

Clorf56 ENSG00000143443 1 151010216 151034462 24 5 123834 1.0073 0.15689 0.884387547
VSTM2L  ENSG00000132821 20 36521499 36583752 76 12 123834 1.0072 0.15691 0.884387547

SURF6 ENSG00000148296 9 136187552 136213235 39 6 123834 1.0072 0.15692 0.884387547
HLX ENSG00000136630 1 221041699 221068401 37 6 123834 1.0072 0.15693 0.884387547
RABL1FIPS ENSG00000135631 2 73290510 73393849 208 18 123834 1.0071 0.15694 0.884387547
HIST1H4C ENSG00000197061 6 26094104 26114518 44 8 123834 1.007 0.15697 0.884387547

SLC36A4 ENSG00000180773 11 92867341 92941130 120 13 123834 1.007 0.15698 0.884387547

ALKBH4 ENSG00000160993 7 102086685 102115323 78 9 123834 1.0066 0.15706 0.884387547
LONRF2 ENSG00000170500 2 100879753 100949195 148 8 123834 1.0061 0.15719 0.884387547
CASP1l6  ENSG00000228146 16 3184220 3209964 37 2 123834 1.0058 0.15725 0.884387547

PM20D2 ENSG00000146281 6 89845769 89885284 89 8 123834 1.0057 0.15727 0.884387547

TOR3A ENSG00000186283 1 179040512 179077158 71 12 123834 1.0056 0.15731 0.884387547
TMEM68  ENSG00000167904 8 56598983 56695966 165 13 123834 1.0055 0.15732 0.884387547

TTC28 ENSG00000100154 22 28364004 29085853 1004 30 123834 1.0055 0.15733 0.884387547

UHMK1 ENSG00000152332 1 162457041 162509419 66 3 123834 1.0054 0.15736 0.884387547
SLC18A2 ENSG00000165646 10 118990604 119048941 77 12 123834 1.0053 0.15737 0.884387547
TCTA ENSG00000145022 3 49439639 49463908 29 4 123834 1.0049 0.15748 0.884387547

SIGLEC10 ENSG00000142512 19 51903275 51931057 47 2 123834 1.0048 0.1575 0.884387547

RPS6KC1 ENSG00000136643 1 213214589 213458116 205 13 123834 1.0047 0.15752 0.884387547
RP11-210M15.2 ENSG00000259495 15 80627195 80705917 240 16 123834 1.0039 0.15772 0.884387547

ARL2BP  ENSG00000102931 16 57269010 57297516 40 5 123834 1.0039 0.15772 0.884387547

TRIM67 ENSG00000119283 1 231287858 231367302 134 19 123834 1.0037 0.15777 0.884387547
KANSL3  ENSG00000114982 2 97248907 97318524 46 8 123834 1.0036 0.15778 0.884387547

PTCD3 ENSG00000132300 2 86323305 86379280 93 7 123834 1.0036 0.15779 0.884387547

CTC-454121.3 ENSG00000267360 19 37573921 37711414 221 16 123834 1.0035 0.1578 0.884387547

EMILIN2 ENSG00000132205 18 2837028 2925991 42 13 123834 1.0035 0.15782 0.884387547

PLAGL2 ENSG00000126003 20 30770306 30805594 25 4 123834 1.0034 0.15782 0.884387547

MSI1 ENSG00000135097 12 120769133 120816983 44 5 123834 1.0022 0.15813 0.885733608
OR52W1  ENSG00000175485 11 6210376 6231489 31 7 123834 1.0019 0.1582 0.885733608

FAM60A  ENSG00000139146 12 31423518 31489992 19 3 123834 1.0019 0.1582 0.885733608

SLC25A39 ENSG00000013306 17 42386993 42412238 29 7 123834 1.0015 0.15829 0.885883591

LGALS1  ENSG00000100097 22 38061615 38085813 34 7 123834 1.0014 0.15832 0.885883591

IL17RD ENSG00000144730 3 57114010 57214334 170 15 123834 1.0008 0.15846 0.886275953

RABGGTA ENSG00000100%49 14 24724744 24750945 29 7 123834 1.0007 0.1585 0.886275953

PAQRS ENSG00000137819 15 69581286 69710119 186 15 123834 1.0005 0.15853 0.886275953

SAP30 ENSG00000164105 4 174281120 174308683 17 2 123834 1.0002 0.15861 0.88640129
TTC30B ENSG00000196659 2 178403726 178427742 32 3 123834 0.99983 0.1587 0.88640129
TMEM105 ENSG00000185332 17 79275074 79314474 61 10 123834 0.99939 0.1588 0.88640129

VDAC3 ENSG00000078668 8 42239142 42273415 20 3 123834 0.99907 0.15888 0.88640129

KLHL6 ENSG00000172578 3 183195319 183283477 63 9 123834 0.99874 0.15896 0.88640129
L3MBTL4 ENSG00000154655 18 5944705 6425236 660 44 123834 0.9987 0.15897 0.88640129

NFATC4 ENSG00000100968 14 24824879 24858810 81 11 123834 0.99852 0.15901 0.88640129

ZNF567 ENSG00000189042 19 37168514 37228603 115 8 123834 0.99842 0.15904 0.88640129

MRTO4 ENSG00000053372 1 19568033 19596622 97 11 123834 0.99775 0.1592 0.88640129

EFR3B ENSG00000084710 2 25254999 25388243 161 19 123834 0.99752 0.15926 0.88640129

FIG4 ENSG00000112367 6 110002499 110156631 228 22 123834 0.99743 0.15928 0.88640129
IL2RA ENSG00000134460 10 6042652 6114288 136 31 123834 0.99738 0.15929 0.88640129

AGL ENSG00000162688 1 100305640 100399579 198 18 123834 0.99718 0.15934 0.88640129
TUBBS8 ENSG00000173876 10 82828 130103 60 10 123834 0.99703 0.15937 0.88640129

PADI2 ENSG00000117115 1 17383256 17455948 196 13 123834 0.99683 0.15942 0.88640129

LMNA ENSG00000160789 1 156042364 156119880 103 6 123834 0.99685 0.15942 0.88640129
FAM26E  ENSG00000178033 6 116822809 116855955 35 4 123834 0.99671 0.15945 0.88640129
POLR3GL ENSG00000121851 1 145446236 145480388 9 2 123834 0.99619 0.15958 0.88640129
AMN ENSG00000166126 14 103378993 103409933 26 8 123834 0.99586 0.15966 0.88640129
RBCK1 ENSG00000125826 20 378142 421610 44 7 123834 0.99584 0.15966 0.88640129

TRAPPC10 ENSG00000160218 21 45422200 45536433 165 6 123834 0.99528 0.1598 0.88640129

Clorf63 ENSG00000117616 1 25558728 25674704 10 3 123834 0.99509 0.15985 0.88640129

TEX12 ENSG00000150783 11 112028095 112053282 43 7 123834 0.99497 0.15987 0.88640129
C2orf48 ENSG00000163009 2 10271509 10361851 150 21 123834 0.99488 0.1599 0.88640129

DGKA ENSG00000065357 12 56311103 56357811 16 2 123834 0.99489 0.1599 0.88640129

AP000679.2 ENSG00000176984 11 120029685 120052387 36 8 123834 0.99442 0.16001 0.88640129
AGXT2 ENSG00000113492 5 34988206 35058198 127 15 123834 0.99437 0.16002 0.88640129

ORAI2 ENSG00000160991 7 102063553 102107268 78 10 123834 0.99356 0.16022 0.88640129
CHSTS ENSG00000135702 16 75552433 75579145 73 6 123834 0.99339 0.16026 0.88640129

ENDOD1  ENSG00000149218 11 94812974 94875809 135 20 123834 0.99333 0.16027 0.88640129

ZNF587 ENSG00000198466 19 58351225 58386480 69 8 123834 0.99328 0.16029 0.88640129

PPP2R2C ENSG00000074211 4 6312305 6575327 373 52 123834 0.99316 0.16032 0.88640129

OCM2 ENSG00000135175 7 97603996 97630481 97 8 123834 0.99316 0.16032 0.