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Supplementary Figure 1. Model Score Distributions

Score distributions for all 63 models submitted to the challenge are shown on the following three
pages (A: Fit-to-Map; B: Coordinates-only; C: Comparison-to-Reference). Parallel lanes display
score distributions for each target and each evaluated metric. Scores are plotted horizontally as
semi-transparent diamonds against a color-coded background to indicate worse (left, orange) and
better (right, green) values. Where multiple scores overlap, the semi-transparent diamonds
appear as a single darker, more opaque diamond. Reference model scores are indicated as red
triangles.



A. Fit-to-Map
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B. Coordinates-only
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C. Comparison with Reference (monomeric)
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