
Fig S1. Conserved core of RLM-containing topology groups

Domain ID: e2gj4A2
T-gr: UDP-Glycosyl

transferase/glycogen
 phosphorylase

Domain ID: e4af7A2
T-gr: Ferredoxin 

reductase-like, C-term
 NADP-linked domain

Domain ID: e4mivA1

T-gr: Alkaline 
phosphatase-like

Domain ID: e2bvlA2
T-gr: Nucleotide-
diphospho-sugar 

transferases

Domain ID: e2yhgA5

T-gr: Nucleoside
 hydrolase

Domain ID: e1vp8A1

T-gr: PK C-terminal
 domain-like

*

Domain ID: e1w94A1

T-gr: Anticodon-
binding domain of 

class II aaRS

Domain ID: e3aboB1

T-gr: B12-dependent
 dehydratase associated

 subunit

Domain ID: e3ahcA4

T-gr: TK C-terminal
 domain-like

Domain ID: e3a09A1

T-gr: Periplasmic
 binding protein-like II

Domain ID: e1uzbA2

T-gr: ALDH-like

Domain ID: e1dklA1

T-gr: Phosphoglycerate
 mutase-like

Domain ID: e1z9bA1

T-gr: Initiation factor
 IF2/eIF5b, domain 3

*

Domain ID: e3ubmC1

T-gr: SurE-like/CoA-
transferase family III

Domain ID: e3pmgA2

T-gr: Phosphogluco-
mutase, first 3 domains

Domain ID: e4eppA1

T-gr: Macro
 domain-like

*

Domain ID: e3zzfA1

T-gr: Carbamate
 kinase-like

*

Domain ID: e1v6sA2

T-gr: Phosphoglycerate
 kinase domain 1

Domain ID: e4cmxA1

T-gr: Undecaprenyl
 diphosphate synthase

*

Domain ID: e1hi9A1

T-gr: Dipeptide
 transport protein

Domain ID: e2b8nA3

T-gr: GckA/TtuD-like
 domain 1

* *

Domain ID: e1nrzA1

T-gr: PTS IIb
 component

Domain ID: e2cyjA1

T-gr: Hypothetical
 protein MT938

*

Domain ID: e1v7zA1

T-gr: Creatininase

* *

Domain ID: e1rqpA2
T-gr: Bacterial

 fluorinating enzyme,
N-terminal domain

*

Domain ID: e1uuyA1
T-gr: Molybdenum

cofactor biosynthesis
proteins

*

Domain ID: e2b3yA1

T-gr: Aconitase 
iron-sulfur domain

*

Domain ID: e2b3yA4

T-gr: Aconitase 
iron-sulfur domain II

Domain ID: e5dotA1

T-gr: Methylglyoxal
 synthase-like

*

Domain ID: e2elcA2
T-gr: Nucleoside 

phosphorylase/phospho
ribosyltransferase

Domain ID: e3pnxA1

T-gr: YchN-like

*

Domain ID: e1zq1A3
T-gr: Glutaminase/

Asparaginase
 N-terminal domain

Domain ID: e2nygA1

T-gr: Hypothetical
 protein TT1679

*

Domain ID: e1chdA1

T-gr: Methylesterase
 CheB, C-terminal dom

*

Domain ID: e1vkmA1

T-gr: Indigoidine
 synthase A-like

Domain ID: e3nd1A1
T-gr: Tetrapyrrole

 methylase N-terminal
 domain

*

Domain ID: e2gi3A1
T-gr: Amidase 
signature (AS)

 enzymes

*

Domain ID: e1j33A1
T-gr: Nicotinate mono

nucleotide:5,6-dimethyl
benzimidazole phospho

ribosyltransferase

*

Domain ID: e1o98A2
T-gr: 2,3-Bisphospho

glycerate-ind phospho
glycerate mutase

Domain ID: e2wmlA1
T-gr: Alpha-2,3/

8-sialyltransferase
 CstII-related

*

Domain ID: e3c8yA5

T-gr: Fe-only
 hydrogenase

Domain ID: e1em8B1

T-gr: DNA polymerase
 III psi subunit

*

Domain ID: e1iuqA1
T-gr: Glycerol-3-

phosphate 
(1)-acyltransferase

Domain ID: e3j92C1

T-gr: Ribosomal
 protein L4

Domain ID: e3onoA1

T-gr: Ribose/Galactose
 isomerase RpiB/AlsB

*

Domain ID: e1x9gA1

T-gr: Isochorismatase-
like hydrolases

Domain ID: e1ig0A2
T-gr: Thiamin 

pyrophosphokinase,
 catalytic domain

Domain ID: e3uqzA1

T-gr: MCP/YpsA-related

*

Domain ID: e1sbzA1

T-gr: Homo-oligomeric 
flavin-containing Cys 

decarboxylases

*

Domain ID: e4bqqA1

T-gr: Resolvase-like

*

Domain ID: e1uanA1

T-gr: LmbE-like

Domain ID: e3t7iA2

T-gr: BRCT domain

Domain ID: e1ui0A1

T-gr: Uracil-DNA
 glycosylase-like

*

Domain ID: e2gc6A2
T-gr: MurD-like peptide

 ligases, peptide-
binding domain

*

Domain ID: e1zghA2

T-gr: Formyltransferase

Domain ID: e1xttA1

T-gr: PRTase-like

Domain ID: e3ahdA2
T-gr: Thiamin 

diphosphate-binding
 fold

Domain ID: e5dyn.1

T-gr: Caspase-like

Domain ID: e1wyuA2

T-gr: PLP-dependent
 transferases

Domain ID: e1ukcA1

T-gr: alpha/beta-
Hydrolases

Domain ID: e4j4bA2

T-gr: Aminoacid 
dehydrogenase-like,
 N-terminal domain

* *

Domain ID: e1sr8A3

T-gr: Rossmann-like
 domain in CbiD

*

Domain ID: e1xfiA2
T-gr: Rossmann-like 
domain in AF1104

-like proteins

Domain ID: e1v25A4
T-gr: Rossmann-like 

domain in Acetyl-CoA 
synthetase-like proteins

Domain ID: e1epuA2
T-gr: Rossmann-like 
domains in Sec1/

munc18-like proteins

Domain ID: e1su7A4
T-gr: Rossmann-like

 domain in prismane-
like proteins

Domain ID: e1inpA2
T-gr: Rossmann-like 

domain in carbohydrate
 phosphatases

*

Domain ID: e1ni9A2
T-gr: Rossmann-like in
 glpX-like bact fructose

-1,6-bisphosphatase

Domain ID: e3wvcA1

T-gr: CinA-like

Domain ID: e4xb6D1

T-gr: PhnH-like

Domain ID: e1wzuA1
T-gr: NadA-like/4-

hydroxy-3-methylbut-2

-enyl diphosphate reductase

Domain ID: e1yzyA2

T-gr: YgbK-like

*

Domain ID: e1vr0A1

T-gr: ComB-like

*

Domain ID: e2bz1A1

T-gr: RibA-like

Domain ID: e1u04A4

T-gr: Middle domain 
in Argonaute homologs

Domain ID: e2f48A3
T-gr: Phosphofructo-

kinase C-terminal
 domain

*

Domain ID: e4itmA2
T-gr: Tetraacyldi-

saccharide 4'-kinase
 C-terminal domain

Domain ID: e4eogA1
T-gr: CARF (CRISPR-

associated Rossmann
 fold) domains

Domain ID: e4uv3A1

T-gr: TolB, 
N-terminal domain

Domain ID: e2amhA1

T-gr: ITPase-like

Domain ID: e2b3zA1

T-gr: Dihydrofolate
 reductases

*

Domain ID: e3vhxB1
T-gr: Kinesin-like 

protein KIF23 
C-terminal domain

*

Domain ID: e4eogA1
T-gr: Gingipain R extra

 N-terminal alpha/
beta domain

*

Domain ID: e3kxiA1

T-gr: HflX family 
GTPase N-terminal

 domain

*

Domain ID: e2y9mB1

T-gr: Peroxisome
 assembly protein 22

Domain ID: e3vyrB1
T-gr: Hydrogenase 

expression/formation
 protein HypD

*

Domain ID: e2h9aA2
T-gr: B12 binding dom in 

carbon monoxide 
dehydrogenase corrinoid/iron-
sulfur protein gamma subunit

*

Domain ID: e4pfxA1

T-gr: GT-D type
 glycosyltransferase

Domain ID: e3sggA1

T-gr: Endolysin 
C-terminal domain

*

Domain ID: e2hzbA1

T-gr: CofD-like

Domain ID: e5cajA1

T-gr: UPF0246 
protein YaaA

* *

Domain ID: e3tixD2
T-gr: Chromo domain-
containing protein 1

 (Chp1) domain II

Domain ID: e4narA1

T-gr: Lactate racemase
 N-terminal domain

*

Domain ID: e2yjgA2

T-gr: Lactate racemase
 C-terminal domain

*

Domain ID: e1v6sA3
T-gr: Immuno-

modulating metallo-
protease IMPa N-term

*

Domain ID: e5l9wb3
T-gr: a/b domain in 

Acetophenone carboxy-
lase alpha subunit

*

Domain ID: e1fs0G1

T-gr: ATP synthase
 (F1-ATPase), gamma 

subunit

Domain ID: e4egvA2

T-gr: Thiolase-like

Domain ID: e3wajA1

T-gr: STT3/PglB/AglB
 core domain

*

Domain ID: e3a5iA4
T-gr: a/b domain in 

flagellar biosynthesis 
protein flhA

*

Domain ID: e1usuA3

T-gr: HSP90 
C-terminal a/b domain

Domain ID: e2qgmA1

T-gr: EreA/ChaN-like

*

Domain ID: e2j85A1

T-gr: STIV B116-like

Domain ID: e2fug13

T-gr: Nqo1 FMN-
binding domain-like

*

Domain ID: e2g6tA2
T-gr: C-terminal

 domain in CAC2185-
like proteins

*

Domain ID: e1yqeA2

T-gr: a/b domain 
in AF0625-like proteins

*

Domain ID: e1sg2A1

T-gr: OmpH-like

*

Domain ID: e2q82A1

T-gr: Core protein P7

Domain ID: e1khbA1
T-gr: PEP 

carboxykinase catalytic
 C-terminal domain

*

Domain ID: e2c42A3
T-gr: Pyruvate-

ferredoxin 
oxidoreductase, dom III

*

Domain ID: e2ph5A1
T-gr: NAD(P)-binding

Rossmann-fold 
domains

Domain ID: e4uirA1

T-gr: FAD/NAD(P) 
binding domain

Domain ID: e3awiA1

T-gr: Nucleotide-
binding domain

Domain ID: e5btrA1

T-gr: DHS-like NAD/
FAD-binding domain

Domain ID: e4zcfB1
T-gr: S-adenosyl-L-

methionine-dependent 
methyltransferases

Domain ID: e2g39A2

T-gr: NagB/RpiA/CoA 
transferase-like

Domain ID: e3lk7A4

T-gr: MurCD/PglD 
N-terminal domain-like

Domain ID: e2nvuA1
T-gr: Activating 
enzymes of the 

ubiquitin-like proteins

Domain ID: e1w96A3

T-gr: PreATP-grasp 
domain

Domain ID: e1li4A2
T-gr:Formate/glycerate

 dehydrogenase 
catalytic domain-like

Domain ID: e1dljA3
T-gr: UDPG/MGDP 
dehydrogenase 

C-terminal domain

*

Domain ID: e1u6kA1

T-gr: F420-dependent 
MTD

*

Domain ID: e1tugA2
T-gr: Aspartate/

ornithine
 carbamoyltransferase

Domain ID: e1y5iA4
T-gr: Formate 

dehydrogenase/DMSO 
reductase, dom 2 and 3

Domain ID: e1tdjA4
T-gr: TRP synthase beta 

subunit-like PLP-
dependent enzymes

Domain ID: e1u2xA1

T-gr: Ribokinase-like

*

Domain ID: e3iuuA3
T-gr: C-term dom of 

putat metallopeptidase
 YP_676511.1

*

Domain ID: e1r6tA2

T-gr: HUP domains

Domain ID: e3ca8A1

T-gr: YdcF

*

Domain ID: e3e59A1
T-gr: Pyoverdine 

biosynthesis protein 
PvcA

*

Domain ID: e1y8aA1

T-gr: HAD-like

Domain ID: e5dgoA1

T-gr: DHH 
phosphoesterases

Domain ID: e4gfhA6

T-gr: Toprim domain

Domain ID: e2y35A1

T-gr: PIN domain-like

Domain ID: e1t64A1

T-gr: Arginase/
deacetylase

Domain ID: e3efoB4

T-gr: vWA-like

Domain ID: e2ghrA1

T-gr: Class I glutamine
amidotransferase-like

Domain ID: e4u1wB2

T-gr: Periplasmic 
binding protein-like I

Domain ID: e1ublS3

T-gr: CheY-like

Domain ID: e2f48A2
T-gr: Phosphofructo
kinase N-terminal

 domain

Domain ID: e3kwlA3

T-gr: ATC-like

Domain ID: e1vl6A2
T-gr: Aminoacid 

dehydrogenase-like
 N-terminal domain

Domain ID: e1rrmA2
T-gr: Rossmann-like

dom in dehydroquinate 
 synthase-like enzymes

Domain ID: e1wd7A1

T-gr: Uroporphyrinogen
 III synthase

Domain ID: e3rg8A1

T-gr: N5-CAIR mutase 
(PurE)

*

Domain ID: e1di0A1

T-gr: Lumazine
 synthase

*

Domain ID: e1m1nB1

T-gr: Chelatase-like

Domain ID: e4yn7A1

T-gr: YfiR

*

Domain ID: e3lzcA3

T-gr: Iron-sulphur
 enzyme Dph2

Domain ID: e1tllA2

T-gr: Flavoproteins

Domain ID: e3p9yA1

T-gr: Phosphotyrosine
 protein phosphatases

 I-like

Domain ID: e1zsqA2

T-gr: Phosphotyrosine
 phosphatases II

Domain ID: e4fyeA1

T-gr: Phosphoinositide
 phosphatase

Domain ID: e1t3kA1
T-gr: Rhodanese/Cell

 cycle control
 phosphatase

Domain ID: e3dmyA3

T-gr: Succinyl-CoA
 synthetase domains

Domain ID: e3bmaA1

T-gr: SGNH hydrolase

Domain ID: e4bb9A2

T-gr: Ribosomal
 protein S2/SIS domain

Domain ID: e1f2vA1
T-gr: Precorrin-8X
 methylmutase

 CbiC/CobH

*

Domain ID: e4nuxA1

T-gr: Toll/Interleukin
 receptor TIR domain

Domain ID: e3hynA1

T-gr: Hypothetical
 protein MTH538

Domain ID: e1x38A2
T-gr: Beta-D-glucan

 exohydrolase
 C-terminal domain

Domain ID: e4zhjB1
T-gr: Rossmann-like

 domains in Mg chelatase
 catalytic subunit

Domain ID: e2ef1A1

T-gr: N-deoxyribosyl
transferase

Domain ID: e3fmgA1
T-gr: Flavodoxin-like

 domain in outer capsid
 glycoprotein VP7

*

Domain ID: e3fmgA1
T-gr: N-term dom in

putat metallopeptidase
YP_676511.1

*

Domain ID: e4bqnA1

T-gr: Polysaccharide 
biosynthesis enzyme

 WcbI

*

Domain ID: e1to6A2

T-gr: Glycerate kinase I
 domain I

*

Domain ID: e5l8xA1
T-gr: Tetrahydro

methanopterin S-methyl
transferase subunit A

* *

Domain ID: e5mqmA3

T-gr: Glycosyl 
hydrolases family 2

*

Domain ID: e5odcD1
T-gr: Methyl-viologen

 reducing hydrogenase
 subunit D

*

Domain ID: e3eeqA1

T-gr: CbiG N-terminal
 domain-like

Domain ID: e1un8A3

T-gr: EDD domain

Domain ID: e1lamA1

T-gr: Zn-dependent
 exopeptidases

Domain ID: e1t8sA1

T-gr: Peptidyl-tRNA
 hydrolase-like

*

Domain ID: e1iu8A1

T-gr: Pyrrolidone
 carboxyl peptidase

Domain ID: e3bczA1

T-gr: LigB-like

Domain ID: e1i2aA2
T-gr: Rossmann-like 

domain in Ribosomal
 protein L1

Domain ID: e4o6dB1
T-gr: Flavivirus 

non-structural protein 1
 (NS1) a/b domain

**

Domain ID: e4d71A3
T-gr: a/b domain in 
family 98 glycoside

 hydrolases

*

Domain ID: e4hg6B2
T-gr: Cellulose 

Synthase Subunit B
 a/b domain

Domain ID: e4ef4A1

T-gr: STING C-terminal
 domain

*

Domain ID: e1v6cA1

T-gr: Subtilisin-like

*

Domain ID: e3foaA1
T-gr: Domain III of 
tail sheath protein

 Gp18

Domain ID: e1ualA1

T-gr: alpha/beta knot

T-group contains only one family* *Domain doesn't contain RLM, but is related to other RLM-containing domains

T-group forms its own possible homology group (X-group)

*

Domain ID: e3wrwB1

T-gr: Resistance protein
 Tm-1 first domain

Domain ID: e3tw8A2

T-gr: DENN domains

Domain ID: e2jh8A1

T-gr: VP4 N-terminal 
domain

*

Domain ID: e5f55A4
T-gr: DNA-specific 
exonuclease RecJ 

C-terminal domain

Domain ID: e1khbA2
T-gr: PEP 

carboxykinase
 N-terminal domain

Domain ID: e1cjyA2

T-gr: FabD/
lysophospholipase-like

Domain ID: e2fgyA2

T-gr: beta-carbonic
 anhydrase

Domain ID: e3boeA1

T-gr: CdCA1 
repeat-like

*

Domain ID: e2i4rA1

T-gr: AtpF-like

*

Domain ID: e1nmpA1
T-gr: NIF3 (NGG1p 

interacting 
factor 3)-like

*

Domain ID: e1itwA1
T-gr: Isocitrate/
Isopropylmalate 

dehydrogenase-like

Domain ID: e4b46A1

T-gr: Tubulin nucleotide-
binding domain-like

*

Domain ID: e1w36D4
T-gr: P-loop containing

 nucleoside triphosphate
 hydrolases

*

Domain ID: e3wrwB2

T-gr: Resistance protein
Tm-1 second domain

Domain ID: e2pjuA1

T-gr: PrpR receptor 
domain-like

*

Domain ID: e4c20B2
T-gr: L-fucose 

isomerase,
N-ter and second dom

Domain ID: e2c4vA1
T-gr: Type II

 3-dehydroquinate
 dehydratase

*

*

*

*

Minimal Rossmann-like motif (RLM) is shown by thick and wide alpha-helices and beta-strands. Residues included in conserved core are colored by rainbow


