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Supplementary Table 1. Details of the search strategy used for the different databases. 

Database Search words  Articles 

PubMed ((((((Escherichia coli[MeSH Terms]) OR E. coli[Title/Abstract]) OR Enterobacteriaceae[Title/Abstract])) AND (((((((((Prevalence[MeSH Terms]) OR prevalence[Title/Abstract]) OR 
incidence[Title/Abstract]) OR morbidity[Title/Abstract]) OR odd ratio[Title/Abstract]) OR confidence interval[Title/Abstract]) OR risk ratio[Title/Abstract]) OR rate[Title/Abstract]) OR p 
value[Title/Abstract])) AND (((((((antibiotic resistance[MeSH Terms]) OR antibiotic resistance[Title/Abstract]) OR antimicrobial resistance[MeSH Terms]) OR antimicrobial 
resistance[Title/Abstract]) OR "drug resistance"[MeSH Terms]) OR "drug resistance"[Title/Abstract]) AND English[lang])) 

3634 

EMBASE + 

MEDLINE 

(‘escherichia coli’:ab,ti OR ‘e. coli’:ab,ti ‘enterobacteriaceae’:ab,ti) AND (‘antibiotic resistance’:ab,ti OR ‘antimicrobial resistance’:ab,ti OR ‘drug resistance’:ab,ti) AND (‘prevalence’:ab,ti 
OR ‘incidence’:ab,ti OR ‘morbidity’:ab,ti OR ‘odd ratio’:ab,ti OR’risk ratio’:ab,ti OR ‘confidence interval’:ab,ti OR ‘p value’:ab,ti OR ‘rate’:ab,ti) 

2107 

 

WEB OF 

SCIENCE 

(E. coli OR Escherichia coli OR Enterobacteriaceae) AND TOPIC: (Antibiotic resistance OR antimicrobial resistance OR drug resistance) AND TOPIC: (Prevalence OR Incidence OR 
Morbidity OR Odd ratio OR Risk ratio OR Confidence interval OR P value OR rate) AND TOPIC: (HUMAN* OR INFANT* OR CHILD* OR ADOLESCEN* OR MALE* OR FEMALE) 

3616 

 

CINAHL TI (E. coli OR Escherichia coli OR Enterobacteriaceae ) OR AB ( E. coli OR Escherichia coli OR Enterobacteriaceae) AND TI ( Antibiotic resistance OR antimicrobial resistance OR drug 
resistance ) OR AB ( Antibiotic resistance OR antimicrobial resistance OR drug resistance ) AND TI ( Prevalence OR Incidence OR Morbidity OR Odd ratio OR Risk ratio OR Confidence 
interval OR P value OR rate ) OR AB ( Prevalence OR Incidence OR Morbidity OR Odd ratio OR Risk ratio OR Confidence interval OR P value OR rate ). 

290 

COCHRANE 

LIBRARY 

E. coli OR Escherichia coli OR Enterobacteriaceae in Title, Abstract, Keywords and Antibiotic resistance OR antimicrobial resistance OR drug resistance in Title, Abstract, Keywords and 
Prevalence OR Incidence OR Morbidity OR Odd ratio OR Risk ratio OR Confidence interval OR P value OR rate in Title, Abstract, Keywords and HUMAN* 

289 
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Supplementary Table 2. Key information extracted from the studies. 
General 
information 

Study 
characteristics 

Participant characteristics Measurement 
tools/methods 
used in the 
study 

Outcome of interest 

First author Study design Age Method used 
to control bias 

 Prevalence of 
antibiotic resistance 
(%)  

Year of 
publication 

Study duration Gender Method used 
to detect E. 
coli species 

Factors associated with 
the carriage of 
resistance (OR, RR, 
rate, 95% CI, p-value 

Journal Number of isolates Geographical location Methods used 
to detect 
resistance 

 

Country of 
origin 

Sample size Ethnicity   

PubMed ID   Socio-economic status   
 
 
Supplementary Table 3. Reference scale used for accessing the quality of evidence of the selected studies.1,2 
Polymerase chain reaction (PCR), plasmid transfer assay (PTA), pulsed field gel electrophoresis (PFGE), 
nucleic acid sequencing, and mass spectrometry, detects the presence of resistant genes while disc 
diffusion/synergy test determines the expression of resistant genes. 

Grade    Criteria 
High 

 
Method 

 

 

 

Sample size 

Analysis 

Disc diffusion/synergy test and PCR 

Disc diffusion/synergy test and PTA  

Disc diffusion/synergy test  and PFGE 

Disc diffusion/synergy test and nucleic acid sequencing/mass spectrometry 

>15 

Data set completely analysed 
Medium  Combination of criteria from high and low (e.g., sample size <15 but uses Disc 

diffusion/synergy test and PCR) 
Low Method 

Sample size 

Analysis 

Disc diffusion/synergy test 

<15 

Data set partly analysed 
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Supplementary Table 4. Prevalence of antibiotic resistance in commensal E. coli isolated from human sources in community settings in low- and middle-income countries. 	
Antibiotics Mechanism of inhibition Study number Total 

number 
of isolates 

Number of 
resistant 
isolates 

Pooled 
prevalence 

(%) 

Lower 
bound 

95% CI 

Upper 
bound 

95% CI 

Quality of the evidence (study 
number) 

Reference 

Amikacin Protein synthesis 12 6849 254 4 1 7 High (7), medium (5), low (0) 3–13 

Amoxicilin Protein synthesis 1 161 69 43 35 50 High (0), medium (1), low (0) 14 

Amoxicillin/clavulanic acid 
Cell wall synthesis 

 
4 900 222 13 1 32 High (3), medium (1), low (0) 30,38,40,51 

Ampicillin/sulbactam 
Cell wall synthesis 

 
2 427 136 30 26 34 High (1), medium (1), low (0) 3,8 

Apramycin Protein synthesis 1 161 0 0 0 1 High (0), medium (1), low (0) 14 

Azithromycin Protein synthesis 1 87 10 11 5 19 High (0), medium (1), low (0) 17 

Aztreonam 
Cell wall synthesis 

 
2 258 8 3 1 6 High (2), medium (0), low (0) 3,7 

Carbenicillin 
Cell wall synthesis 

 
1 108 22 20 14 29 High (1), medium (0), low (0) 7 

Cefazolin Cell wall synthesis 3 1490 141 8 4 14 High (1), medium (2), low (0) 3,5,18 

Cefepime Cell wall synthesis 3 5443 2017 17 1 43 High (1), medium (2), low (0) 3,4,9 

Cefixime Cell wall synthesis 1 277 166 60 54 66 High (0), medium (1), low (0) 8 

Cefoxitin Cell wall synthesis 6 1371 528 18 0 62 High (4), medium (2), low (0) 18,30,35,43,50,51 

Ceftazidime Cell wall synthesis 11 6445 3070 28 12 48 High (7), medium (4), low (0) 3–5,7,9,13,19–22 

Ceftiofur Cell wall synthesis 1 7 0 0 0 35 High (1), medium (0), low (0) 12 

Ceftriaxone Cell wall synthesis 7 1951 587 25 3 56 High (3), medium (4), low (0) 30,33,36,41–43,53 

Cefuroxime Cell wall synthesis 3 535 185 31 8 61 High (2), medium (1), low (0) 3,7,8 
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Cephalothin Cell wall synthesis 4 404 69 26 22 31 High (1), medium (1), low (0) 11,15 

Colistin Cell wall synthesis 2 4764 91 2 1 2 High (1), medium (1), low (0) 9,13 

Doxycycline Protein synthesis 1 54 22 41 28 54 High (0), medium (1), low (0) 23 

Enrofloxacin Nucleic acid synthesis 1 54 10 18 9 30 High (0), medium (1), low (0) 23 

Flumequine Nucleic acid synthesis 1 161 0 0 0 1 High (0), medium (1), low (0) 14 

Fosfomycin Cell wall synthesis 2 157 27 25 2 60 High (1), medium (1), low (0) 21,23 

Gentamicin Protein synthesis 16 8380 515 9 6 13 High (10), medium (6), low (0) 
4–7,9–13,15,18,20–

22,27,28 

Imipenem Cell wall synthesis 8 5747 317 1 0 4 High (4), medium (4), low (0) 3–5,7,9,15,20,29 

Kanamycin Protein synthesis 6 389 48 16 7 27 High (6), medium (0), low (0) 3,6,10,12,21,28 

Meropenem Cell wall synthesis 1 4764 434 9 8 10 High (0), medium (1), low (0) 9 

Neomycin Protein synthesis 1 161 6 4 1 7 High (0), medium (1), low (0) 14 

Nitrofurantoin Nucleic acid synthesis 4 5301 279 3 1 6 High (3), medium (2), low (0) 7,9–11,13 

Norfloxacin Nucleic acid synthesis 3 1047 295 36 15 60 High (0), medium (3), low (0) 4,8,24 

Penicillin Cell wall synthesis 1 87 41 47 37 57 High (0), medium (1), low (0) 17 

Piperacillin Cell wall synthesis 2 850 343 40 27 53 High (0), medium (2), low (0) 4,11 

Piperacillin/tazobactam Cell wall synthesis 2 637 13 2 1 7 High (1), medium (1), low (0) 4,7 

Spectinomycin Protein synthesis 3 430 176 2 1 4 High (1), medium (1), low (1) 6,30,31 

Sulfamethoxazole Folate synthesis 6 5715 2609 53 45 60 High (2), medium (3), low (1) 9,12,14,23,25,30 
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Sulphonamide class Folate synthesis 4 1399 858 63 56 70 High (3), medium (1), low (0) 15,31–33 

Tigecycline Protein synthesis 1 4764 24 0 0 1 High (0), medium (1), low (0) 9 

Tobramycin Protein synthesis 1 158 20 8 4 13 High (1), medium (0), low (0) 10 
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Supplementary Figure 1. Forest plots showing the prevalence of antibiotic resistance in commensal E. coli isolated from human sources in community settings in low- and middle-	
income countries.  Protein synthesis inhibitor a) chloramphenicol, b) oxytetracycline, and c) streptomycin. d) Cell wall synthesis inhibitor (cefotaxime), e) Nucleic acid synthesis 	
inhibitor (nalidixic acid), and f) Folate synthesis inhibitor (trimethoprim). 	
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Supplementary Figure 2. Funnel plots for antibiotic resistance in commensal E. coli isolated from human sources in community settings in low- and middle-income countries, a) 
ampicillin, b) cefotaxime, c) chloramphenicol, d) ciprofloxacin, e) co-trimoxazole, f) nalidixic acid, g) oxytetracycline, h) streptomycin, and i) tetracycline. 
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Supplementary Table 5. Table showing the Egger's regression test results of the top ten antibiotics commonly 
prescribed in low- and middle-income countries. 

Antibiotic Number of studies Egger bias P value 

All the ten antibiotics 221 9.28 0.00 

Ampicillin 34 3.50 0.145 

Cefotaxime 10 6.97 0.583 

Chloramphenicol 27 10.17 0.002 

Ciprofloxacin 29 6.10 0.016 

Co-trimoxazole 23 1.13 0.753 

Nalidixic acid 22 0.955 0.811 

Oxytetracycline 12 14.40 0.002 

Streptomycin 15 -2.20 0.575 

Tetracycline 28 7.71 0.007 

Trimethoprim 21 -3.06 0.562 

Note: Confidence interval - 95% 
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