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Antibodies
Antibodies used

Sample sizes were determined based on estimates from preliminary experiments in order to obtain sufficient numbers of molecules (in single
molecule imaging experiments) or cells (in whole cell-based methods, such as FRAP, Polycomb body analysis) per imaging experiment to allow
for robust processing with analysis software and statistical analysis (for similar studies see e.g. Rhodes et al., Scc2/Nipbl hops between
chromosomal cohesin rings after loading, eLife (2017), Hansen et al., Robust model-based analysis of single-particle tracking experiments with
Spot-On, eLife (2018).)

No data were excluded.

Quantified experimental findings reported in this study were reliably reproduced in multiple biological replicates. The numbers of cells (FRAP
and Polycomb body quantification, other cellular imaging approaches), movies (single particle tracking), or experimental replicates (protein
quantification, ChIP-seq analysis, western blotting, other aggregate analyses) are given in the figure legends.

Randomization was not relevant to this study. In all experiments the genotypes of cell lines being studied were known, and were therefore
used to allocate samples into experimental groups. Randomization was therefore not appropriate or relevant.

Samples were defined based on the originating cell line and there was no prior knowledge for results, therefore blinding was not performed or
relevant to data collection or analysis.

Rabbit monoclonal anti-H2AK119ub1, Cell Signaling Technology, Cat# D27C4

Rabbit monoclonal anti-H3K27me3, Cell Signaling Technology, Cat# C36B11

Rabbit monoclonal anti-RING1B (WB), Cell Signaling Technology, Cat# D22F2

Mouse monoclonal anti-RING1B (IP), Atsuta et al., 2001

Rabbit monoclonal anti-SUZ12, Cell Signaling Technology, Cat# D39F6

Mouse monoclonal anti-H3, Cell Signaling Technology, Cat# 96C10

Rabbit polyclonal anti-PCGF6, LifeSpan BioSciences, Cat# LS-C482495, lot 101287

Rabbit polyclonal anti-PCGF2, Santa Cruz, Cat# sc-10744

Rabbit polyclonal anti-PCGF1, Klose lab purified and characterised (generated by PTUBS) - Blackledge et al., 2014

Rabbit monoclonal anti-PCGF3+PCGF5, Abcam, Cat# ab201510, lot GR291301-2, clone number EPR19475

Rabbit polyclonal anti-CBX7, Millipore, Cat# 07-981, lot 2989489

Rabbit monoclonal anti-BRG1, Abcam, Cat# ab110641, clone number EPNCIR111A

Mouse monoclonal anti-TBP, Abcam, Cat# ab818, clone number 1TBP18

Mouse monoclonal anti-FLAG, Sigma, Cat# F1804, clone number M2

Goat polyclonal anti-Mouse Alexa Fluor 488 conjugated, Invitrogen, Cat# A-11029

IRDye® 800CW Goat anti-Mouse IgG (H + L), LI-COR, Cat# 926-32210




