A

Benoit et al. Supplemental Figure4

Patient ID Origin Tumor Stage Mutation status | Age | Gender
92 Primary colon \Y APC, P53, BRAF N/A N/A
162 Primary colon 1] APC, P53, KRAS, BRAF| 63 F
146 Primary colon 1] P53, KRAS, BRAF 65 M
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