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The Swedish and Norwegian Addison Registries are by far the world's two largest collections of samples and clinical information from patients

with primary adrenal failure. By including all available patient samples and five times as many controls, we have made the study as large as

possible.

Samples were excluded from further analyses if they met any of the following criteria: Genotype call rates < 98%, accumulated heterozygosity
> 0.34, were closely related to other study samples (pi-hat > 0.1), were of non-European ancestry, had non-autoimmune Addison's disease or
a known monogenic cause of autoimmune Addison's disease. All exclusion criteria were pre-established.

Given the rarity of the disease, replication of the GWAS in an independent cohort was not possible, but the main findings were consistent
when the two subsets (Norwegian and Swedish groups) were analyzed separately. For the expression analyses, two experiments (each with
three biological replicates) were performed, and their results exhibited the same trend .

Not applicable: Case-control design.

Not applicable: Case-control design.

HEK293FT cells (Thermo Fisher, May 2015)

The cell line used has not been authenticated.

The cell line used tested negative for mycoplasma contamination.

No commonly misidentified cell lines were used in this study.




