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We sequenced the genome of a single male adult of F. chinensis, and performed Hi-C sequencing of L. vannamei. Besides, three samples per
salinity (30‰, 9‰, 3%) were collected for RNA-seq, metabolome and ATAC-seq sequencing.

No samples were excluded.

All attempts at replication were successful.

All the samples were collected randomly for RNA-seq, metabolome and ATAC-seq sequencing.

Blinding was not relevant.

Fenneropenaeus chinensis, QD-2010, adult male; Litopenaeus vanamei, Keihai No. 1, adult male.

The wild individuals of Fenneropenaeus chinensis were captured by the local fisherman in Qingdao, China. The eight wild individuals
of Litopeneaus vannamei were captured by the local fisherman in Baja California Sur, Mexico. The samples were collected and put
into the freezer for storage and then send to the lab for DNA extraction. The body weight of these eight shrimp were approximately 6
gram in body weight, among them four were female and the other four were male.

Adult shrimp of F. chinensis (6.8 ± 0.4 cm) and L. vannamei (7.2 ± 0.5 cm) were collected at the shrimp culture laboratory of the
Institute of Oceanology Chinese Academy of Sciences (IOCAS) in Qingdao, and acclimated to a salinity of 30‰. The salinity was
gradually reduced to 3‰, and the animals were allowed to acclimate to salinities of 9‰ and 3‰ for 24 hours. Then, hepatopancrea
samples were collected from animals acclimated to salinities of 30‰, 9‰ and 3‰.

All animals were handled and treated according to the alpaca guidelines approved by the Animal Ethics Committee [2020(37)] at
Institute of Oceanology, Chinese Academy of Sciences (Qingdao, Shandong, China).




