
tufB T160A
mexZ aberrant 
pmrB F168L
parS H404R
 

nuoF R135C

fusA D197N, T456I
rplJ N86S
mexZ aberrant 
pmrB G372S

nuoL G531D
nuoG V439A

amgS A406V

fusA2 R473T
mexY V174I
parS A418T

fusA M648V R680C

nuoG A802T

fusA2 aberrant

mexY V910A
fusA A481T

pmrB A119T
amgS D215G
 

nuoN A234T

amgS A399V

fusA S453F
mexY G287S

fusA2 N195S
mexE L92P
ampC D154G 

fusA2 P444L  mexF P332L

nuoN Y361C

nuoF V346I

pmrB E69K
parE D462G
mexD P779L 
ampD N109S

pmrB M347I

mexY L365P 

amgS K326E

gyrA A232V

parE V518I

parE W167R

parE R30C

mexF V409M

nalC P81S

mexE V321A

gyrB V202I

gyrA T536A
mexE I305P
oprJ A119V
oprN A390T

gyrB E144G
parE P524S

mexE aberrant
gyrA A51S

mexE V78A, T285A
gyrB I373T

mexT P60S
gyrA T83I
nalC G71E, S209R
mexD S845A, A959S
mexC S330A
oprJ M69V

ampR L141F

ampC V239A

ampC V356I
ampD D123G
ampDh3 H46R

ampR E114A, G283E, M288R
ampC P7S, T105A

oprD*

mutS aberrant

ampC V239A

nalC G57D

ampDh3 W174*

mexB E844K
mexF W906R 

ampC G242S

ampC Y226H

Patient 1
common to all the strains

fusA G679A

fusA G679A mexB Q63L

PA1556 G89D
nuoN G166D

mutS H537D

 

fusA2 N236*
gyrB P789Q

mexY A63T

mexE V369E
mexT G301S

nalC G71E
mexD E257Q, S845A

 

nuoN F465L
nuoG A433T
ccmG R53Q
PA1030 I14V, V117A, V118M 

gyrA* D87N, R237L 
parC V419L, V646L 
mexB Q63*
mexC T145I, S330A
oprJ D68G, M69V, N73D
mexE S8F D353E, D370E and promoter
mexF D230A
oprN S13P, A390S
mexT P60S
nalC S209R, P210L
vqsM E31D, R86K, G100D, N179S, 
          T207N, D233E, R250C
 

nuoD Y408H
PA1549 T493A
PA1557 L379P
 

 

aminoglycoside R
fluoroquinolone R
beta-lactam R
carbapenem R
grey, tolerance

mexS L219F 

fusA T456A
mexY G287S,V875M 

mexY N44D parC S87L

nalD del

pmrB N16-V19 del mutS aberrant
parR aberrant

rplD delR68A69

rplD K62N

rplD K62N

mutL aberrant

mexY Q840E, V980I, K1030*,    
mexX A30T, L331V  
mexZ aberrant and promoter 
armZ  R41C, V243A 
parS Q349K
amgS del A163, P134L

gyrA del
mexR V126E
mexC L148M
mexD A536S
mexS del, Y114S
mexT E107A
mexF del 2aa
vqsM D180E

ampC P7S, G27D, V205L and promoter
ampR M288R, E287D, G283E

PA1030 S170T
PA1549 G83R, A177G, T378A 
PA5221 M401T

rplY G201S 
mexY D628H, E152D 
mexX W358C, R351S
mexZ A2D
armZ H182Q, D161G, L88P 
parR S173N, L153R
amgS I260V 
htpX N11S

fusA G679A

mexY F29L

gyrA A51V, T83A
mexB R185C
mexE V210I, G273S and promoter

oprD*
ampD L181P

vqsM G222E

rpsL R31H
mexE R274C
oprN V309A

PA1554*
PA5221 Q391*
fusA V93A, R680C 
fusA2 Q488*
mexY T90A
pmrB G121S

gyrB P789S
parE E325G
mexC T248M
mexF M968T
oprN G335S
ampR del

Patient 2 common to the branch A

common to the branch B

ampC T105A
ampDh3 A219T

rplY A123S
armZ HtoQ, DtoG, LtpP
pmrB Y345H

common to all the strains

mutL A380V

a

Resistance
S R

b


