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Bootstrap method with heuristic search:
Number of bootstrap replicates = 1000
Starting seed = generated automatically
Characters sampled proportionally to character weights
Number of characters resampled in each replicate = 216618
Optimality criterion = parsimony
Character-status summary:
Of 3398 total characters:
All characters are of type 'unord'
Character weights in effect:
175 characters have weight 1
3223 characters have weights other than 1
All characters are parsimony-informative
Starting tree(s) obtained via stepwise addition
Addition sequence: simple (reference taxon = Tapirus terrestris T358)
Number of trees held at each step =1
Branch-swapping algorithm: tree-bisection-reconnection (TBR) with
reconnection limit = 8
Steepest descent option not in effect
Initial 'Maxtrees' setting = 100
Branches collapsed (creating polytomies) if maximum branch length is zero
'MulTrees' option in effect
No topological constraints in effect
Trees are unrooted

1000 bootstrap replicates completed
Time used = 57.62 sec (CPU time = 58.15 sec)

Bootstrap 50% majority-rule consensus tree
(plus other groups compatible with this tree)
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ACEEE Pardofelis marmorata NLN3 2(160)
/===100--—+
/--- Lynx canadensis NC028313 1(96)
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N\ Lynx rufus NC014456 3(99)
/--- Caracal caracal NC028306 1(30)
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Prionailurus bengalensis NC02830(169)
Prionailurus planiceps KY682741 (170)
Prionailurus planiceps NC028312 (171)
Prionailurus rubiginosus NC02830(172)
Leopardus colocolo NC028314 1(78)
Leopardus jacobita NC028322 1(81)
Leopardus pardalis NC028315 1(82)
Leopardus pardalis T262 1(83)
Leopardus wiedii NC028318 1(85)
Leopardus geoffroyi NC028320 1(79)
Leopardus guigna NC028321 1(80)
Leopardus tigrinus NC028317 1(84)
Neofelis nebulosa NC008450 3(136)
Panthera leo NERO 19(146)

Panthera leo spelaea KX258452 2(147)
Panthera pardus NC010641 5(150)
Panthera pardus japonensis KJ866(151)
Panthera uncia KP202269 1(154)
Panthera uncia NC010638 1(155)
Panthera onca KP202264 2(148)
Panthera onca NC022842 1(149)
Panthera tigris NC010642 35(152)
Panthera tigris amoyensis NC0147(153)
Homotherium latidens MF871702 3(73)
Smilodon populator MF871700 1(186)
Prionodon linsang ERR2391707 1(174)
Prionodon pardicolor NC024569 2(175)
Arctictis binturong T605 2(8)

Paguma larvata PDDS11 2(145)
Paradoxurus hermaphroditus NC039(156)
Paradoxurus hermaphroditus NLNC (157)
Paradoxurus jerdoni MH464793 1(158)
Chrotogale owstoni T607 1(33)
Hemigalus derbyanus MH464791 1(67)
Diplogale hosei MH464790 1(45)
Cynogale bennetti KY117544 1(43)
Civettictis civetta GLC19 1(35)
Civettictis civetta NC033378 1(36)
Viverra zibetha T609 1(210)
Viverricula indica KX891745 1(211)
Viverricula indica KX891751 1(212)
Viverricula indica NC025296 2(213)
Genetta abyssinica MG489822 1(60)
Genetta genetta T297 1(61)

Genetta servalina NC024568 2(62)
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\==100--+
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100+ /--- Mungotictis decemlineata NC02782(122)
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[/===== Crocuta crocuta NC020670 3(38)
100+ /--- Hyaena hyaena NC020669 1(74)
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|
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| |
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100+ | | 100
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|
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Meles leucurus NC039173 4(108)

Meles meles T303 3(109)

Taxidea taxus NC020646 1(190)
Bassaricyon neblina SRX1097850 1(19)
Nasua nasua NC020647 1(135)
Bassariscus sumichrasti SRX10990(20)
Procyon lotor AB462046 3(176)

Procyon lotor AB462049 4(177)

Potos flavus T414 1(167)
Arctocephalus australis MG023139(9)
Arctocephalus forsteri KT693377 (10)
Arctocephalus forsteri NC004023 (11)
Arctocephalus gazella BK010918 1(12)
Arctocephalus townsendi NC008420(14)
Neophoca cinerea NC008419 1(137)
Phocarctos hookeri NC008418 1(165)
Otaria byronia OTAB 1(142)
Arctocephalus pusillus NC008417 (13)
Eumetopias jubatus NC004030 10(48)
Zalophus californianus NC008416 (219)
Zalophus wollebaeki SRR4431565 1(220)
Callorhinus ursinus NC008415 1(22)
Odobenus rosmarus NC004029 29(140)
Cystophora cristata NC008427 1(44)
Halichoerus grypus NC001602 2(64)
Pusa caspica NC008431 1(182)

Pusa sibirica NC008432 2(184)

Pusa hispida NC 008433 1(183)

Phoca largha NC008430 1(163)
Phoca vitulina NC001325 1(164)
Phoca fasciata NC008428 1(161)
Phoca groenlandica NC008429 54(162)
Erignathus barbatus NC008426 1(47)
Hydrurga leptonyx NC008425 1(75)
Leptonychotes weddellii NC008424(87)
Lobodon carcinophaga NC008423 1(88)
Ommatophoca rossii AY377287etc 1(141)
Mirounga angustirostris SRR10331(116)
Mirounga leonina NC008422 1(117)
Monachus monachus NC044972 5(118)
Monachus schauinslandi NC008421 (119)
Canis adustus KT448271 1(23)
Canis anthus NC027956 2(24)
Canis

lupus chanco NC010340 4(27)

Canis lupus familiaris NC002008 (28)



| ] 100 \--—-—-—- Canis aureus KT448274 1(25)
|| I
| | 100+ \=——mmmm— Canis latrans NC008093 7(26)
100+ | |
| ] 100+ Ne—mmmmmmme Canis mesomelas KT448280 1(29)
[ |
100+ | N Cuon alpinus NC013445 3(41)
[
[ I G Lycaon pictus NC028427 2(95)
[
100 \m——mmmmmm e Speothos venaticus C48 2(187)
|
| /--- Chrysocyon brachyurus NC024172 1(34)
\mmm - 100-————=———- +
\--- Lycalopex sechurae KT448284 1(94)
[ Nyctereutes procyonoides NC01370(139)
|
| /--- Vulpes corsac NC023958 1(214)
\mmm - 100-——=——=———- + | 100
100+ | \--- Vulpes ferrilata NC027935 1(215)
| 100+
| | 100+ N\-—-—- Vulpes vulpes NC008434 5(217)
[
100+ 100 \-—-----—- Vulpes lagopus NC026529 3(216)
| |
| \mmm Vulpes zerda KJ603240 1(218)
[
\===100-==+ \--—mmmmmmmm o Otocyon megalotis SAF1 2(144)
|
| /--- Urocyon cinereoargenteus NC02672(192)
AT 100------ +
\--- Urocyon littoralis catalinae KP1(193)

Bipartitions found in one or more trees and frequency of occurrence (bootstrap support values):
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35%



.................... 415.00 41.50%

........ *eieeeeaans 233.50 23.35%
.................... 197.50 19.75%
.................... 123.00 12.30%
.................... 123.00 12.30%
.................... 99.00 9.90%
.................... 97.50 9.75%
R R R R R APIPp 39.50 3.95%

2 groups at (relative) frequency less than 1% not shown



