
M00031: Lysine biosynthesis

M00034: Methionine salvage pathway
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M00040:Tyrosine biosynthesis

M00028:Ornithine biosynthesis

M00018:Threonine biosynthesis
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M00016: Lysine biosynthesis, succinyl-DAP pathway

M00021: Cysteine biosynthesis

M00023: Tryptophan biosynthesis

M00055: N-glycan precursor biosynthesis

M00065: GPI-anchor biosynthesis

M00072: N-glycosylation by oligosaccharyltransferase

M00060: Lipopolysaccharide biosynthesis

M00415: Fatty acid biosynthesis

M00101: Cholesterol biosynthesis
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M00550:Ascorbate degradation, ascorbate => D-xylulose-5P

M00842:Tetrahydrobiopterin biosynthesis
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M00595:Thiosulfate oxidation by SOX complex, thiosulfate => sulfate
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M00118:Glutathione biosynthesis, glutamate => glutathione
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