Figure S1. Transfection efficiency of miRNAs and the different constructs. (A) RT-qPCR was used to detect the relative expres-
sion of miR-6752-5p, miR-6832-5p, miR-6842-5p, miR-7110-5p and miR-8056 in HUVECs transfected with these miRNAs
or their control. "P<0.05 and “P<0.01 vs. negative miR-Ctl. (B) RT-qPCR detected the relative expression of miR-181-3p and
miR-181-5p in HUVECsS transfected with miR-181-3p, miR-181-5p or their control. “P<0.05 and “P<0.01 vs. negative miR-Ctl.
(C) RT-gPCR was performed in HUVECS to confirm the successful knockdown and overexpression of MIR181A2HG. “P<0.05
and "P<0.01 vs. the corresponding control. (D) RT-qPCR was performed to detect the expression of AKT2 in HUVECS trans-
fected with pGFP-N1/AKT?2 or shR-AKT2. "P<0.05 and “P<0.01 vs. the corresponding control.
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Table SI. Sequences of MIR181A2HG and mutated MIR181A2HG used in luciferase reporter assay.

IncRNA MIR181A2HG sequence

IncRNA MIR181A2HG mut sequence

GGGCTGCAAGGAAATCTGGCGCGGTTCAATACCTCGTCTAGCCTGGGTTC
CAGTATCTAATTTTTTTTTTGTTTTAACTGACAAACTCATTTCTCTACTGGGA
CAGGATGCTGTGCTGGCTGGAAGTTCCATTTCTACAGCAAGAATCCTATCT
GGAAACACAGAAGTTGTCCTCTAGCCACAGCAGCTCGAACTTTTTTGATT
GTCGTTGCTGCTTTCTCCCATCACCCCCATCCCCTTTTGACAAAGATCCAA
CTGTAAAAAGTCTTACGTAACAGTTCAGGACTACTTCGGTTCTTTTACTGG
ATGCAGAATCTACCTACATTCGGCTGAAAATCAGATGGAAGAATCCACAGA
GGAAAGGAAGGAAAGGCGAACTGTCCTGTGGAAAGCACAGCTGCAGGGA
TAGTAGAAAGTAACAGGCTCTCGATCCGTGGGAGGTGGTCACTTTGGAGG
ACAGATAAGTCATCCTCAGAGAACGAACACAATGAAGGAAATTCCAGCCT
ATTCATGTTCTCCTCTCAGGCTGTACCTCAACAAGATCCAACTGGACTTTG
TGATCTCATAACCTGTCAAGGGGCCTGGCATGGAGTAGATAATAAATGTTT
TTTTTAATC

GGGCTGCAAGGAAATCTGGCGCGGTTCAATACCTCGTCTAGCCTGGGTTC
CAGTATCTAATTTTTTTTTTGTTTTAACTGACAATGATATTTGAGATGTGGG
ACAGGATGCTGTGCTGGCTGGAAGTTCCATTTCTACAGCAAGAATCCTATC
TGGAAACACAGAAGTTGTCCTCTAGCCACAGCAGCTCGAACTTTTTTGAT
TGTCGTTGCTGCAAAGAGCCATCTGGGGGATCCCCTTTTGACAAAGATCC
AACTGTAAAAAGTCTTACGTAACAGTTCAGGACTACTTCGGTTCTTTTACT
GGATGCAGAATCTACCTACATTCGGCTGAAAATCTCTAGGAAGATAGGTGA
GAGGAAAGGAAGGAAAGGCGAACTGTCCTGTGGAAAGCACAGCTGCAGG
GATAGTAGAAAGTAACAGGCTCTCGATCCGTGGGAGGTGGTCACTTTGGA
GGACAGATAAGTCATCCTCAGAGAACGAACACAATGAAGGAAATTCCAGC
CTATTCATGTTCTCCTCTCAGGCTGTACCTCAACAAGATCCAACTGGACTT
TGTGATCTCATAACCTGTCAAGGGGCCTGGCATGGAGTAGATAATAAATGT
TTTTTTTAATC

Sequences in italics indicate the wild-type of IncRNA MIR181A2HG binding to miRNAs (miR-6832-5p, miR-6842-5p and miR-8056).
Sequences in bold italics indicate the mutatoin of IncRNA MIR181A2HG binding to miRNAs (miR-6832-5p, miR-6842-5p and miR-8056).




