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Supplementary Figure 1. Supersonic Shear Wave Elastography is appropriate for 

measuring tumor stiffness, in vivo in HGSOC PDX model. (A) Correlation plot between 

mean tumor stiffness values obtained with Penetration mode and Resolution mode (n=22). 

Each point represents the mean of 2 to 4 stiffness maps for one Mesenchymal OV26 tumor at 

one time point. Correlation coefficient σ and P value are based on Spearman’s rank correlation 

test. (B) Representative stiffness maps (SWE, top panel) and corresponding B-mode view 

(bottom panel) acquired with either Penetration or Resolution mode of the ultrafast imaging 

device (Aixplorer), in the transverse plan of one Mesenchymal OV26 tumor in vivo. (C) 

Representative view of Aixplorer sensitivity in a Mesenchymal OV26 tumor in contact with a 

new emerging nodule. The picture (bottom panel) illustrates the close contact between primary 

tumor and tiny new nodule emerging from the tumor. Dotted lines in the B-mode image (middle 

panel) define primary tumor and nodule sizes. The area and diameter are respectively 23 mm2 

and 5.2mm for the nodule or 87mm2 and 13.7mm for the primary tumor. Stiffness map (SWE, 

top panel) shows the different pixel stiffness means between the nodule (24kPa) and the 

primary tumor (88kPa). All measurements were performed in vivo on anesthetized mice. (D) 

Representative stiffness maps (top panels) with the associated B-mode view (bottom panels) 

of one soft (left) and one stiff (right) Mesenchymal OV26 tumor with (+) or without (-) skin above 

the tumor implant. In the “- skin” conditions, the skin above the tumor has been cut and pushed 

aside allowing direct gel deposition on the tumor, in anesthetized mice. (E) Bar plot showing 

the mean tumor stiffness (n=3 stiffness maps) from the same conditions as in (H). Data are 

shown as mean ± SEM, P value is based on Student’s t-test, ns stands for not significant. (F) 

Stiffness map (top panel) and associated B-mode view (bottom panel) of one Mesenchymal 

OV26 tumor partially covered by a gel layer injected between the skin and the tumor. The three 

layers are indicated on the B-mode image (white arrows). On SWE image, red circles identify 

either low skin stiffness in contact with the gel (left side, 5kPa) or high skin stiffness in contact 

with the tumor (right side, 70kPa). (G) Correlation plot between mean tumor area and mean 

tumor volume in Mesenchymal OV26 tumors (n=22). Each dot refers to a single tumor 

measurement at a given time (m=73). Correlation coefficient σ and P value are based on 



Spearman’s rank correlation test. (H) B-mode views in the transverse plan of representative 

Mesenchymal (OV26 and OV21), and Non-Mesenchymal (OV33) HGSOC over time, 

corresponding to the representative-colored stiffness maps shown in Fig. 1C. (A) stands for 

tumor area. t0 corresponds to the first day of tumor stiffness measurement, and the following 

days of measures are indicated. (I) Mean tumor area curves over time for Mesenchymal 

(OV26: n=20; OV21: n=22) (F) and Non-Mesenchymal (n=16) (G) PDX models. P values from 

Welch's t-test. 

 

Supplementary Figure 2. Tumor stiffness-associated histological and molecular 

features. (A) Representative views of Ki67 (proliferation marker, 5x magnification) 

immunostaining in soft versus stiff Mesenchymal OV26 HGSOC. (B) Scatter plot of Ki67 

histological score (Hscore) in the epithelial compartment (Hscore = staining intensity (0–4) × 

% of Ki67 positive epithelial cells) between soft (n=9) and stiff (n=11) Mesenchymal OV26 

tumors. Data are shown as mean ± S.E.M. P value based on Mann Whitney test. (C) 

Representative views of HES staining showing necrotic areas (pink) in soft versus stiff 

Mesenchymal OV26 HGSOC. The necrotic areas have been delimited by hand, with green 

lines. Scale bar, 100μm. (D) Scatter plot showing the percentage of necrotic areas in soft (n=9) 

versus stiff (n=11) Mesenchymal OV26 tumors. Data are shown as mean ± S.E.M. P value 

based on Mann Whitney test. (E) Representative western blots showing the phosphorylated 

form (P-) and the total protein levels of MEK, P38, AKT, JNK-1 and JNK-2 in soft (n=10) and 

stiff (n=9) Mesenchymal OV21 tumors. Dashed line is used to delineate different parts from 

the same gel. Actin is used as an internal control for protein loading. 

 

Supplementary Figure 3. Full western blots shown in main Figure 4.  

(A) The western blots are from two different gels performed at the same time. The same tank 

was used for electrophoresis as well as for transfer. They were both blotted at the same time, 

in the same box, with the same primary or secondary antibody dilutions. They were then 

revealed at the same time, with the same time of exposure. Portions of these full membranes 



1 and 2 (bottom), indicated with numbers, and showing the phosphorylated form (P-) and the 

total protein levels of AKT, JNK-1 and JNK-2 and Actin are shown in Fig. 4D (top), with the 

corresponding numbers. (B) Portions of these full western blots indicated by squares (left) and 

showing the phosphorylated form (P-) and the total protein levels of MEK, and Actin are 

presented in Fig. 4H (right).	
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