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Ribosome 3.00439405808
Terpenoid backbone biosynthesis 2.5311077047

beta-Lactam resistance 2.48005831633
Streptomycin biosynthesis 2.27927096501

Cationic antimicrobial peptide (CAMP) resistance 2.21007503313
Glycine, serine and threonine metabolism 2.10757803817

Aminoacyl-tRNA biosynthesis 2.79941984484
Bacterial secretion system 2.77519080439
Nucleotide excision repair 2.73798561939
Longevity regulating pathway - worm 2.37580406199
Nitrotoluene degradation 2.23896829877
NOD-like receptor signaling pathway 2.02962608371
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LDA SCORE(log10)

0.00.51.01.52.02.53.03.5

Flagellar assembly 3.1932868486
Plant-pathogen interaction 2.62877383253

Salmonella infection 2.49741644197
NOD-like receptor signaling pathway 2.44740264243

Phenylalanine metabolism 2.4082663651
Nucleotide excision repair 2.27974199469

Pyrimidine metabolism 2.95615978873
Ribosome 2.68842434586
Cationic antimicrobial peptide (CAMP) resistance2.60841694139
Photosynthesis 2.55041143321
Ubiquinone and other terpenoid-quinone biosynthesis2.53485675522
Glycine, serine and threonine metabolism 2.50718215524
Protein export 2.22031661226
Terpenoid backbone biosynthesis 2.0813555669
Penicillin and cephalosporin biosynthesis2.05716683241
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Glutathione metabolism 2.27199781431
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