


2

nature
research

|
reporting

sum
m
ary

April2020

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Human research participants

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

PDB 1F16 DOI: 10.2210/pdb1F16/pdb

PDB 2K7W DOI: 10.2210/pdb2K7W/pdb

Sample size were designed based on previous experience with assays on related projects (Garner et al. Nat. Chem. Bio. 2019 DOI: 10.1038/
s41589-018-0223-0, Amgalan et al. Nat. Cancer 2020 DOI: 10.1038/s43013-020-0039-1) and variability of the response deviating from the
mean as presented in the graphs and figure legends. Sample sizes and statistical data are reported in figure legends.

No data were excluded from the analyses.

Experimental findings were replicated at least 2 or more times as indicated in the figure legends and replication was successful at all
attempts.

Allocation was random.

Blinding was not required in this study as all comparisons were made using quantitative analysis of computational, biochemical, or cellular
data with no animal or human subjects and randomized group allocation was not performed.

6A7 mouse monoclonal antibody (Santa Cruz Cat. #sc-23959), 15 µL per reaction

BAX monoclonal antibody (Cell Signaling Cat. #2772) 1:1000 dilution for western blot, 1:100 dilution for imaging

anti-BAK (Millipore Cat. #06-536) 1:1000 dilution

anti--Actin (Sigma Cat. #A1978) 1:5000 dilution

anti-VDAC (Cell Signaling Cat. #4661) 1:1000 dilution

anti-TOMM20 (Sigma Cat. #ST1705) 1:100 dilution

IRdye800-conjugated goat anti-rabbit IgG (LI-COR Biosciences Cat. #925-32211) 1:5000 dilution

IRdye800-conjugated goat anti-mouse IgG (LI-COR Biosciences Cat. #925-32210) 1:5000 dilution

Goat anti-Rabbit IgG (H+L) Cross-Adsorbed Secondary Antibody, Alexa Fluor 488 (ThermoFisher Cat. #11008) 1:500 dilution

Goat anti-Mouse IgG (H+L) Highly Cross-Adsorbed Secondary Antibody, Alexa Fluor 546 (ThermoFisher Cat. #11030) 1:500 dilution

6A7 mouse monoclonal antibody was validated in HT-1080 , BJAB , Ramos, and MDA-MB-231 whole cell lysates by Santa Cruz.
Sample PMID: 30049712

BAX monoclonal antibody was validated in extracts from HeLa cells by Cell Signaling. Sample PMID: 31899991

anti-BAK was validated in extracts from A431, C2C12, HEK293, and HepG2 among other cell and tissue samples by Millipore. Sample
PMID: 26231047

anti--Actin was validated in extracts from HeLa, JURKAT, COS7, and NIH-3T3 among other cell samples by Sigma. Sample PMID:
PMID 22109529




