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Life sciences study design
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Randomization
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Methods
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MRI-based neuroimaging

Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)

Authentication

Mycoplasma contamination

Commonly misidentified lines
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Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals

Wild animals

Field-collected samples

No statistical methods were used to predetermine sample size for in vitro and in vivo experiment. Sample sizes were chosen based on existing

procedures and standards in the field.

There were no data exclusions.

All cell samples and tissue samples were evaluated in at least biological independent triplicates (n = 3) for calculation of P-value and

results were reliably reproduced under the conditions tested.

Blastocyst data were generated single biological replicates, because each blastocyst represents an independent entity.

Randomization was not required in this study, because we analyzed all experiments performed.

Sample collection and analysis were performed by different researchers, without any description.

NIH/3T3 (CRL-1658) from ATCC®

No cell lines were authenticated.

Cells were not tested for mycoplasma contamination.

No commonly misidentified lines were used .

micro injection of mouse zygote. Mice were maintained in a specific pathogen-free (SPF) facility under a 12 h dark-light cycle and

constant temperature (20-26 خ ) and humidity maintenance (40-60 %).

No wild animals were used.

No field-collected samples were used.




