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ABSTRACT

The supplemental material contains a list of all PDB structures used as well as links to some of the most important movie
representations of the computed motions.

1 Sources and video links
In Table S1 we give the complete list of all PDB codes used in our study, link their supporting publications as well as the list of
modes and Ecut values used in computing the full motion movies available from Ref.1. We also provide the full motion movies
for the structures given in the main text in Fig. 3, namely the monomer of the SARS-Cov-2 spike ecto domain (6vxx)2 and
the dimer of the main protease3. Similarly, for main text Fig. 4 we include the movies of the closed SARS-Cov-2 spike ecto
domain trimer in side4 and top view5. Last, for the open SARS-Cov-2 spike ecto domain trimer in main text Fig. 5, we again
give the side6 and top views7. In addition, the rigidity dilution plots are given for the main protease (6lu78), as well as the open
and closed spike ecto domains, 6vxx9 and 6vyb10, respectively.
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