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All samples from the SARS-CoV-2 infected individuals were analyzed in this study

No data was excluded

GFPDL and SPR analysis were performed twice by independent researchers in the lab. The replications were successful. The variation in
duplicate experimental runs was <5%.

All samples from the COVID-19 patients were analyzed in this study. The study was non-randomized performed during the pandemic on
hospitalized COVID-19 patients. Initially, no patient information was provided, and all the immune analyses were conducted blindly. The
participants were adults and they were assigned in each experimental group based on their hospitalization status and clinical outcome.

Experiments were performed by different investigators, who were blinded to sample identity.

HRP-conjugated goat anti-human IgA + IgG + IgM (Cat No #109-035-064) and HRP-conjugated goat anti-human IgG-Fc specific
antibody (Cat no #709-005-098) were purchased from Jackson Immuno Research.

These are secondary antibodies, which were characterized by the manufacturer (https://www.jacksonimmuno.com/)

Vero E6 and 293T cells were obtained from ATCC. FreeStyle293F cells were obtained from ThermoFisher

Cell lines were checked for expression of ACE2 by FACS analysis. None of the cell lines were authenticated by karyotyping or
other genomic techniques.

Negative for Mycoplasma

No misidentified cell lines were used in the study.




