


2

n
atu

re
research

|
rep

o
rtin

g
su

m
m

ary
A

p
ril2020

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Human research participants

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)

Authentication

None of the statistical methods was used to predetermine sample size. To ensure data reproducibility, at least two, mostly three independent
replicates were performed for each experiment. The number of replicates for each experiments are specified in the corresponding Figure
Legends.

Data exclusion in crystallographic data set was (outer reflection rejection) was carried out automatically as implemented in the program XDS
using pre-established criteria. No other data was excluded.

All attempts at replicates were reproducible. All experiments were at least performed two times independently. Number of replicates are
given in Figure legends.

Randomization was not relevant to the experiments performed in this study.

Blinding was not relevant to the experiments performed in this study.

anti-His antibody (Clontech, 631212, 1:5,000); Fc: goat antihIgG Fc broad 5211-8004 (1:2,000); TRIM21: rabbit anti-TRIM21 D101D
(ST#9204) (1:1,000), Vinculin: rabbit anti-Vinculin EPR8185 ab 217171 (1:50,000); Caveolin-1: rabbit anti-Cav1 (BD: 610059; 1:1,000);
anti-Ub-HRP Santa Cruz (sc8017-HRP P4D1; 1:5,000), Mouse monoclonal anti-"-actin-HRP (C4), Santa Cruz, Cat#sc-47778 HRP
(1:5,000), RRID:AB_2714189, anti-COXIV, LI-COR Biosciences, Cat#926-42214 (1:5,000); Secondary antibodies were anti-mouse-HRP
Sigma (A0168; 1:5,000), anti-rabbit-HRP Cell Signaling (7074; 1:5,000), Goat anti-Rabbit IgG (H+L) Cross-Adsorbed Secondary
Antibody, HRP-conjugated, Thermo Fisher Scientific, Cat#31462; 1:5,000

Each antibody has been validated by the vendor.

ATCC (RPE-1: CRL-4000; NIH-3T3 by Shvets, E., Bitsikas, V., Howard, G., Hansen, C. G. & Nichols, B. J. Dynamic caveolae
exclude bulk membrane proteins and are required for sorting of excess glycosphingolipids. Nat Commun 6, 6867,
doi:10.1038/ncomms7867 (2015).)

Cell lines originated and authenticated by ATCC using their Short Tandem Repeat (STR) Profiling Cell Authentication Service
(see https://www.lgcstandards-atcc.org/Services/Testing_Services/Cell_Authentication_Testing_Service.aspx).




