
Figure S5. Distribution and collinearity of PEBP family genes within genomes of nine Rosaceae species. 
Species include (a) M. domestica, (b) Pyrus communis, (c) R. occidentalis, (d) P. armeniaca, (e) P. 
persica, (f) P. dulcis, (g) P. yedoensis, (g) P. mume, (h) P. avium. Syntenic blocks containing PEBP gene 
members were connected with colored lines.  
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