Supplementary Data 6. Regional association plots for the novel loci
identified in this study. The chromosomal positions of variants are plotted
against —logqo (P). P-values obtained from GWAS analysis of QGP data using
linear mixed models adjusting for age, sex, population principal components and
relatedness. Variants are colored based on linkage disequilibrium with the lead
variant (diamond shape). Blue lines represent recombination rate.
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