Description of Additional Supplementary Files

Supplementary Data 1. Summary of TE superfamily in a453-sh2 and six field corn genomes
Supplementary Data 2. Structural variations between la453-sh2 and six field corn genomes

Supplementary Data 3. Significant enriched GO terms of core genes shared by la453-sh2 and six field corn
genomes. GO term enrichment was tested using Bioconductor package topGO. GO terms significance of
interest were assessed based on Fisher’s exact test statistic using 0.05 as the significance threshold.

Supplementary Data 4. Genotype classifications used to color the phylogenetic tree presented in Figure 3.
GrouplD was used to define the groups. GrouplD 'Unclassified' was colored light green (#8DD3C7) and
was used for unknown genotypes.



