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Supplemental table description 

Data regarding RNA-isolation, raw and normalized Ct-values as well as fold-change calculations are 

provided for replicate measurements on five healthy donors performed in 2016 and 2018 in separate 

folder of one excel data file. Code descriptions are implemented where used for the first time. 

Instead of showing raw-Ct-values we provided the normalized Ct-values and the housekeeping genes 

(median Ct-values – 15 to avoid negative Ct-values). Median values differ between LDA (low density 

arrays, numbered from 1 to 50) and are presented for LDA type A and B, separately.  


