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Co-expression network analysis for GSE115810.

www.aging-us.com

AGING



Sample clustering to detect outliers Scale indspendence Maan connectivity
o 5 FEE I A0
.8.‘% g n’“q g
8_§ éa' EE_
4 0 s ¢
8 |—,:|’__|_I i Lol
£ R 5 P L
e E g g 3 &
$ 8 g 8 8 § B 3 g4 .
F 8 § 3 8 8 ) 3]
3 ] H o g z z 2 g
5 °© 8 3 3 ¢ 3 g : g 3 5
5 3 2 B Son Treenc poven Sca Toreancis o
8 8
Eigengene adjacency heatmap
o~
o
Cluster Dendrogram i
@
o
©
=]
< (]
s1rp s258
S 2 g L;’: - g x%sg €
g £ >.§. §84§%: sgag.sw‘gw-_‘i ﬂ:og
338258s5uz9288csUuUgsg2585553°¢
Tzo582830gug9g8=24 "3 Fs¢e3825
2sspfus 2534550 s§2 §88%
S 2 =52 x 0283
T 3 w o2 20w S5 T @
] : f gE=2 i sy
s i} a w 32
s B 2 u
g s
Eigengene adjacency heatmap
= =

Mepurple
Medarkred
Medarkgrey
Melightgreen
Memagenta
Meblue
Mesalmon
Meyellow
Megreen
Mepaleturquoise
Meviolet
Mecyan
Medarkturquoise
Meturquoise
Melightcyan
MEorange
Mered

Mepink
Meroyalblue
Medarkorange
MEgrey60
Mewhite
Meblack
Medarkgreen
Metan
Mesaddlebrown
Mesteelblue
Mebrown
Meskyblue

-l s

2Eze=snog
EERes§Bans

vs. gene
cor=0.76, p=1.3e-89

MEskyblue

06
L

04

Gene significance for cancer

Megreenyellow
Melightyellow
Megrey

T T
05 06 0.7 08
Module Membership in pink module

"
Cancer

Supplementary Figure 2. Co-expression network analysis for GSE63678.

MEmidnightblue

MEgreenyellow

MElightyellow

08

086

04

02

www.aging-us.com

AGING



@ Current Gene @ Drug @ Other Target

HDAC8
DN DB08168
b o
FYN DB02078 DAV Y
P ".‘-‘,.-‘
N
ARS/— lﬁ\., opl
Bp DBO(1 PROSC
D001 A IRODH
CAM SLC6A
PPP3R2 PYCRZbapq 1 C

Supplementary Figure 3. Drugs targeting PPIF collected from DrugBank database. DB00091: Cyclosporine, DB00172: L-Proline,
DB02078: Triglyme, DB08168: 7-AMINO-4-METHYL-CHROMEN-2-ONE.
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