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Supplementary figure 1 Total amplified community flower diagram illustrating raw count distribution
across all OTUs.
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Supplementary figure 2 Count correlation of 200 OTUs
including all mothers.
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Supplementary figure 3 Streptococcus mitis strain genome clustering
Streptococcus mitis DA 1is strain cluster. Strain level research has been conducted (110) but this tree is

based on all the up-to-date genomes submitted to NCBI.




