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Fig. 82 A. HRas sequencing. Sanger sequencing of exons 2 (codons 12 and 13) of HRas was
performed. Shown are selected representative chromatograms from Nff mutant tumor cells analyzed.
A mutation in codon 12 of exon 2 of HRas was identified in the cell line 169. B. Structure of HRAS in

complex with GTP depicting the position of the mutated amino acid G12A.



