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No sample size calculation was performed. We involved all available data in the analysis.

Since there were some donors who provided more than one donation during the study, which may bring potential bias when calculated the
seroprevalence of SARS-CoV-2, before we calculated the data,only one sample was chosen from each donor using simple random sampling by
SAS v9.4 (SAS Institute, Cary, NC). Other samples from this donor were excluded.

Due to the limited volume of samples from each donor, all the testings (SARS-CoV-2 total antibody, IgG, and IgM antibody, and the
confirmatory tests) were performed only once in the study.

Our study is an observation study, and we involved all donors donated their blood during the study. Therefore, the participants were not
selected randomly.

Antibodies detection were performed automatically by researchers blind to samples information. Data analysis were performed by different
trained researchers.

HEK293T, H1299, H1299-ACE2hR. The H1299-ACE2hR which stably over-expressed human ACE2 and and nuclear-localized
RFP was constructed by lentiviral transduction based on H1299 cells.

The HEK293T and H1299 were purchased from ATCC. H1299-ACE2hR cells were constructed in our laboratory.

Negative for mycoplasma

No commonly misidentified lines was used.




