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Supplementary Fig. 1: Comparison of CCHFV GPC-specific antibody titers in CCHFV-
My1o200 Vaccinated mice by ELISA coated with either secreted CCHFvpor CCHFV-1bAr
10200 CCHFvp transfected cell lysates.

Groups of 10 female C57BL/6 mice were vaccinated with 50 pg CCHFV-Mao200 OF empty vector
on days 0, 21, and 42 by IM-EP. Sera antibody responses were analyzed 21 days post third
vaccination. ELISA plates were coated with either secreted CCHFyp or CCHFV-IbAr 10200
CCHFvp transfected cell lysates as indicated. Data are the group mean averages +/- SD. ****p
<0.0001. p values were determined by one-way ANOVA with Tukey’s post hoc test with a 95%

confidence interval.
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Supplementary Fig. 2: CCHFV-Mao200 Vaccination stimulates Thl and Th2 cytokine
signaling.

10 female C57BL/6 mice were vaccinated with 50 pg CCHFV-Mao200 Or empty vector on days 0,
21, and 42 by IM-EP, and then euthanized on day 49. Sera were collected at the time of
euthanasia and cytokine signaling was quantified by Luminex assay. Shown are significant
differences in cytokines after vaccination. Data are the group mean averages +/- SD. *p <0.05;
**p <0.01; ****p <0.0001. p values were determined by one-way ANOVA with Tukey’s post

hoc test with a 95% confidence interval.
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Supplementary Fig. 3: In vitro expression of the glycoprotein genes from the CCHFV-
Mafgoe DNA vaccine plasmid.

a The total (permeabilized cells) of G¢ was examined 48 hours after transfection of 293T cells
with CCHFV-Matgog OVer a dose curve ranging from 10 to 200 ng of plasmid. Figure is
representative of 2 independent experiments performed in duplicate. Representative gating
strategy for Gc expression in 293T cells transfected with 200 ng of b empty vector or c CCHFV-
Mafgoe. In vitro expression by Western blot of d Gc¢ (75 kDa) and e Gn (37 kDa) in 293T cells 48
hours after transfection of 250 ng of CCHFV-Margoe Or empty vector. Note: As Gc is non-

reduced, it runs larger than 75 kDa.
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Supplementary Fig. 4: Schematic representations of truncated CCHFV DNA vaccines.
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Supplementary Fig. 5: Sequence alignment of MLD and GP38.
Smith-Waterman protein sequence alignment of the MLD and GP38 domains of CCHFV-IbAr

10200 and CCHFV-Afg09-2990.



