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Figure S1. UPLC-Q-TOF-MS representative base peak intensity(BPI) 

chromatogram of the positive and negative ions in urine and serum samples 

The peaks were acquired via analyses of urine and serum samples of different 

groups in urine ESI+ (A), urine ESI− (B) modes, serum ESI+ (C) and serum ESI− (D) 

modes. ESI+ and ESI− from top to bottom show the Con group, emodin group, and 

emodin+DMY group.


