
Heart Datasets
20 vertebrate species

Filtering step
- Cut adaptors

- Remove low-quality reads
- Size filtering

Mapping
- Bowtie

miRNA annotation
- miRDeep2
- ShortStack

Family characterization

miRBase
+

MirGeneDB

Comparisons

Qualitative
- Intersections
- Abundance

- miRNAs age

Target prediction
TargetScan + miRanda

Target filtering
Keep genes
expressed in

Heart transcriptome

Heart GRN
analysis

- STRING
- MiRTarBase

- Centrality analysis
- Community detection

17 from previous studies
 3  from present study
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