S1 Fig. Alignment of multiple bird genomes in the candidate nonsense mutation region. The candid-
ate mutation is highlighted in orange.

candidate mutation for pearl-eye

Columba livia (wild-type) TTCTTT C CTACTGCAGCATATACACAAGTTCCTAAATGAAACGTGGAATAGTCGGTATCACAAGGAACTAAATCCAGATTTGCTGACTTTCATTTG
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