STR profiling of ES-2 cells
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S1 Fig. DNA typing report of ES-2 cells utilized in this study. Genomic DNA was extracted by
Roche MagNA Pure Compact System and quantified by Nanodrop. Promega GenePrint 24 System
was utilized to amplify DNA fragments of 24 unique STR loci. The sizes, heights, and plot areas of
amplified DNA fragments were analyzed by ABI PRISM 3730 Genetic Analyzer and GeneMapper®
Software V3.7.



