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SS Fig. Functional impacts of endometriosis-related risk alleles (SNPs at rs1838169, rs4511324
and rs17720428) on HOTAIR RNA structure. Partial RNA sequences with genetic substitutions at
endometriosis-related risk SNPs (total 701 bp, the SNP site plus 350 bp upstream and 350 bp
downstream sequences) were subjected to RNA stability/structure prediction by using MaxExpect
(http://rna.urmc.rochester.edu/RNAstructure Web/Servers/Predict1/Predict1.html) method[23].
Arrows indicate the reference major alleles and minor risk alleles for SNPs at rs1838169 (upper
panel), rs4511324 (middle) and rs17720428 (lower).



