
>WT 

NNNTATNNTANNTAGAGGCTGCCGCAGACCCAGCGGCCATCGCCTCCCTCAATCCCAATATCCATTGTCTCCCACCCCACC

TGGCCCTCCACTTCCCCCACAACCATGGCGCACGAATCCGAGAGGAGCTCTCGTCTCGGGGTGCCCTGCGGGGAGCCGGCA

GAGCTCGGAGGTGCGGTAGGGTCGGTCGGGCTGGGCAGGGGTGGGGGCGGAGGGGGATGCGCAGGGGCGGCGAAGACTTTC

GGTGGGTGGGAGAAAATGCANGNNNNNNNNGTNNNNNNNNNN 

 

= MAHESERSSRLGVPCGEPAELGGAVGSVGLGRGGGGGGCAGAAKTFGGWEKM 
 
>Clone_17 
TAGNTAGAGGCTGCCGCATAGCCAGCGGCCATCGCCTCCCTCAATTCCAATATCCATTTTCTCCCACCCCTCGTGTCCCTC

CCCTTCCCCCCCAAGGCGCNCGAATCCGAGAGGAGCTCTCGTCTCGGGGTGCCCTGCGGGGAGCCGGCAGAGCTCGGAGGT

GCGGTAGGGTCGGTCGGGCTGGGCAGGGGTGGGGGCGGAGGGGGAATGCGCAAGGGGCGGGCGAAGACTTTCGGTGGGTGG

NNNNNNNANNGCNNNNNNNNCNNNNNNNNNNNNNNNNN 

 

= KAXESERSSRLGVPCGEPAELGGAVGSVGLGRGGGGGGMRKGRAKTFGGW 
                                                                            

 

WT            NNNTATNNTANNTAGAGGCTGCCGCAGACCCAGCGGCCATCGCCTCCCTCAATCCCAATA 60 

Clone_17      --------TAGNTAGAGGCTGCCGCATAGCCAGCGGCCATCGCCTCCCTCAATTCCAATA 52 

                      ** *************** * ************************ ****** 

 

WT            TCCATTGTCTCCCACCCCACCTGGCCCTCCACTTCCCCCACAACCATGGCGCACGAATCC 120 

Clone_17      TCCATTTTCTCCCACCCCTCGTGTCCCTCCCCTTCCCCC----CCAAGGCGCNCGAATCC 108 

              ****** *********** * ** ****** ********    *** ***** ******* 

 

WT            GAGAGGAGCTCTCGTCTCGGGGTGCCCTGCGGGGAGCCGGCAGAGCTCGGAGGTGCGGTA 180 

Clone_17      GAGAGGAGCTCTCGTCTCGGGGTGCCCTGCGGGGAGCCGGCAGAGCTCGGAGGTGCGGTA 168 

              ************************************************************ 

 

WT            GGGTCGGTCGGGCTGGGCAGGGGTGGGGGCGGAGGGGGATGCGCAGGG---GCGGCGAAG 237 

Clone_17      GGGTCGGTCGGGCTGGGCAGGGGTGGGGGCGGAGGGGGAATGCGCAAGGGGCGGGCGAAG 228 

              ***************************************        *     ******* 

 

WT            ACTTTCGGTGGGTGGGAGAAAATGCANGNNNNNNNNGTNNNNNNNNNN----- 285 

Clone_17      ACTTTCGGTGGGTGGNNNNNNNANNGCNNNNNNNNCNNNNNNNNNNNNNNNNN 281 

              ***************             *******   **********      

 


