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Supplementary Figure S1, Related to Fig. 1

Supplementary Figure S1: Single-cell RNA sequencing of nine uniquely identified clusters of 
peripheral lymph node non-endothelial stromal cells reveals the expression of mRNA encoding 
for proteins that bind to integrins. Violin plots represent the log-normalized gene expression (unique 
molecular identifier counts) for each cell grouped by the cluster.



Supplementary Figure S2, Related to Fig 2
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Supplementary Figure S2: Effect of four-arm PEG end-modification chemistry on (A) 
percent CD19+ B cells, and (B) Fas expression in CD19+GL7+ B cells. All data represent 
mean ± S.E.M. and were analyzed via one-way ANOVA with Tukey’s posthoc multiple 
comparisons test. ****p<0.0001, ns=not significant; N=5.



Supplementary Figure S3, Related to Figure 3
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Supplementary Figure S3: Kinetics of GL7 expression in germinal center B cells in 
response to integrin ligand presentation. A) Change in GL7 intensity over time in 
response to integrin-binding peptides. B) Effect of the integrin-binding peptide on germinal 
center B cells (B220+GL7+) on day 6 of organoid culture. Data represent mean ± S.E.M. 
Significance determined via one-way (A) or two-way (B) ANOVA with Tukey’s posthoc 
multiple comparisons test; N=5. *p<0.05, ***p<0.001, ns=not significant; ΨΨΨΨp<0.0001 
relative to day 4.
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Supplementary Figure S4, Related to Figure 4

Supplementary Figure S4: Gating of EZH2+ and EZH2hi H3k27me3+ B cells isolated from 
ex vivo germinal center organoids. Representative gating for unstained (top) and stained 
(bottom) samples showing B220+ B cells, B220+ EZH2hi B cells, and B220+ EZH2hi H3k27me3+ 
B cells. The unstained sample is a pooled sample of cells obtained by collecting 10 L of cell 
suspension from each experimental sample. A small number of cells in the unstained samples 
that appear within the B220+EZH2hi gate could be due to minor autofluorescence of some of the 
cells within the sample.
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